PF-0 56 5 PCT 



> 09 / 7 4i*794 
B8diPCTjfro82APR 2002 



SEQUENCE LISTING 



<110> INYCTE PHARMACEUTICALS , INC. 
HILLMAN, Jennifer L. 
LAL, Preeti 
TANG, Y. Tom 
CORLEY, Neil C. 
GUEGLER, Karl J. 
BAUGHN, Mar i ah R. 
PATTERSON, Ghana::? 
BANDMAN, Olga 
AU- YOUNG, Janice 
GORGCNE, Gina A. 
YUE , Henry 
AZIMZAI, Yalda 
REDL'Y Roopa 
LU , Dyung Aina M . 
SHIH, Leo L. 

<120> PHOSPHORYLATION EFFECTORS 

<130> PF-0565 PCT 

<14 0> To Fc Asoignea 
<141> Herewith 

<,5G> 09/12^,494; vra ss ■ - -k .j "5/^5^814; .ss:;"^; 09/173,482; 

unas signed; 60/106 , o89; 60/Iu9,0^3; 60/113, 796; 
<151> 1998-07-28; 1998-07-28; 1998-09-14; 1998-09-14, 1998-10-14; 

1998-10-14,-1998-11-03 ; 1998-11-19; 1998-12-22 

<160> 61 

<170> PERL Program 

<210> 1 
<211> 300 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mis cofeature 

<223> Incyte Clone Number: 132240 
<400> 1 

Met Glu Ser Pro Leu Glu Ser Gin Pro Leu Asp Ser Asp Arg Ser 
15 10 15 

lie Lys Glu Ser Ser Phe Glu Glu Ser Asn lie Glu Asp Pro Leu 

2 0 2 5 3 0 
lie Val Thr Pro Asp Cys Gin Glu Lys Thr Ser Pro Lys Gly Val 

3 5 4 0 4 5 
Glu Asn Pro Ala Val Gin Glu Ser Asn Gin Lys Met Leu Gly Pro 

50 55 60 

Pro Leu Glu Val Leu Lys Thr Leu Ala Ser Lys Arg Asn Ala Val 
65 70 75 



1/64 



PF-0565 PCT 



Ala Phe Arg Ser Phe Asn Ser His lie Asn Ala Ser Asn Asn Ser 

8 0 8 5 9 0 
Glu Pro Ser Arg Met Asn Met Thr Ser Leu Asp Ala Met Asp lie 

9 5 10 0 10 5 
Ser Cys Ala Tyr Ser Gly Ser Tyr Pro Met Ala lie Thr Pro Thr 

1 1 0 1 1 5 1 :": 0 

Gin Lys Arg Arg Ser Cys Met Pro His Gin Thr Pro Asn Gin lie 

125 130 135 

Lys Ser Gly Thr Pro Tyr Arg Thr Pro Lys Ser Val Arg Arg Gly 

140 145 150 

Val Ala Pro Val Asp Asp Gly Arg lie Leu Gly Thr Pro Asp Tyr 

155 160 165 

Leu Ala Pro Glu Leu Leu Leu Gly Arg Ala His Gly Pro Ala Val 

170 175 13 0 

Asp Trp Trp Ala Leu Gly Val Cys Leu Phe Glu Phe Leu Thr Gly 

18 5 19 0 19 5 

lie Pro Pro Phe Asn Asp Glu Thr Pro Gin Gin Val Phe Gin Asn 

2 0 0 2 0 5 210 

lie Leu Lys Arg Asp lie Pro Trp Pro Glu Gly Glu Glu Lys Leu 

215 220 225 

Ser Asp Asn Ala Gin Ser Ala Val Glu lie Leu Leu Thr lie Asp 

230 235 240 

Asp Thr Lys Arg Ala Gly Met Lys Glu Leu Lys Arg His Pro Leu 

245 250 255 

Phe Ser Asp Val Asp Trp Glu Asn Leu Gin His Gin Thr Met Pro 

260 265 270 

Phe lie Pro Gin Pro Asp Asp Glu Thr Asp Thr Ser Tyr Phe Glu 

2 7 5 2 3 0 2 8 5 

Ala Arg Asn Thr Ala Gin His Leu Thr Val Ser Gly Phe Ser Leu 

290 295 300 



<210> 2 
<211> 147 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte Clone Number: 2180116 
<400> 2 

Met Ala Ala Gin Arg Leu Gly Lys Arg Val Leu Ser Lys Leu Gin 
15 10 15 

Ser Pro Ser Arg Ala Arg Gly Pro Gly Gly Ser Pro Gly Gly Met 

20 25 30 

Gin Lys Arg His Ala Arg Val Thr Val Lys Tyr Asp Arg Arg Glu 

35 40 45 

Leu Gin Arg Arg Leu Asp Val Glu Lys Trp lie Asp Gly Arg Leu 

SO 5 5 6 0 

Glu Glu Leu Tyr Arg Gly Met Glu Ala Asp Met Pro Asp Glu lie 

6 5 7 0 7 5 

Asn lie Asp Glu Leu Leu Glu Leu Glu Ser Giu Glu Glu Arg Ser 

8 0 8 5 9 0 

Arg Lys lie Gin Gly Leu Leu Lys Ser Cys Gly Lys Pro Val Glu 

95 100 105 
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Asp Phe lie Gin Glu Leu Leu Ala Lys Leu Gin Gly Leu His Arg 

110 115 12 0 

Gin Pro Gly Leu Arg Gin Pro Ser Pro Ser His Asp Gly Ser Leu 

125 130 135 

Ser Pro Leu Gin Asp Arg Ala Arg Thr Ala His Pro 

140 145 



<210> 3 
<211> 431 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone Number: 2197671 
<400> 3 

Met: Ala His Ser Pro Val Gin Ser Gly Leu Pro Gly Met Gin Asn 

15 10 15 

Leu Lys Ala Asp Fro Glu Giu Leu Phe Thr Lys Leu Glu Lys lie 

2 0 2 5 3 0 
Gly Lys Gly Ser Phe Gly Glu Val Phe Lys Gly lie Asp Asn Arg 

3 5 4 0 4 5 
Thr Gin Lys Val Val Ala lie Lys lie He Asp Leu Glu Glu Ala 

5 0 5 5 6 0 

Glu Asp Glu He Glu Asp He Gin Gin Glu He Thr Val Leu Ser 

65 70 75 

Gin Cys Asp Ser Pro Tyr Val Thr Lys Tyr Tyr Gly Ser Tyr Leu 

30 35 90 

Lys Asp Thr Lys Leu Trp He He Met Glu Tyr Leu Gly Gly Gly 

9 5 10 0 10 5 

Ser Ala Leu Asp Leu Leu Glu Pro Gly Arg Leu Asp Glu Thr Gin 

110 115 120 

lie Ala Thr He Leu Arg Glu He Leu Lys Gly Leu Asp Tyr Leu 

125 130 135 

His Ser Glu Lys Lys He His Arg Asp He Lys Ala Ala Asn Val 

140 145 150 

Leu Leu Ser Glu His Gly Glu Val Lys Leu Ala Asp Phe Gly Val 

15 5 160 165 

Ala Gly Gin Leu Thr Asp Thr Gin He Lys Arg Asn Thr Phe Val 

170 175 130 

Gly Thr Pro Phe Trp Met Ala Pro Glu Val He Lys Gin Ser Ala 

135 190 195 

Tyr Asp Ser Lys Ala Asp He Trp Ser Leu Gly He Thr Ala He 

200 205 210 

Glu Leu Ala Arg Gly Glu Pro Pro His Ser Glu Leu His Pro Met 

215 220 225 

Lys Val Leu Phe Leu He Pro Lys Asn Asn Pro Pro Thr Leu Glu 

230 235 240 

Gly Asn Tyr Ser Lys Pro Leu Lys Glu Phe Val Glu Ala Cys Leu 

245 2 50 2 55 

Asn Lys Glu Pro Ser Phe Arg Pro Thr Ala Lys Glu Leu Leu Lys 

2 6 0 2 6 5 2 7 0 

His Lys Phe He Leu Arg Asn Ala Lys Lys Thr Ser Tyr Leu Thr 

275 230 235 
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Glu Leu lie Asp Arg Tyr Lys Arg Trp Lys Ala Glu Gin Ser His 

290 295 3 00 

Asp Asp Ser Ser Ser Glu Asp Ser Asp Ala Glu Thr Asp Gly Gin 

305 310 315 

Ala Ser Gly Gly Ser Asp Ser Gly Asp Trp lie Phe Thr lie Arg 

320 325 330 

Glu Lys Asp Pro Lys Asn Leu Glu Asn Gly Ala Leu Gin Pro Ser 

335 340 345 

Asp Leu Asp Arg Asn Lys Met Lys Asp lie Pro Lys Arg Pro Phe 

3 50 3 55 360 

Ser Gin Cys Leu Ser Thr lie lie Ser Pro Leu Phe Ala Glu Leu 

3 6 5 3 7 0 3 7 5 

Lys Glu Lys Ser Gin Ala Cys Gly Gly Asn Leu Gly Ser lie Glu 

3 30 335 390 

Glu Leu Arg Gly Ala lie Tyr Leu Ala Glu Glu Ala Cys Pro Gly 

395 400 405 

lie Ser Asp Thr Mot Val Ala Gin Leu Val Gin Arg Leu Gin Arg 

410 415 420 

Tyr Ser Leu Ser Gly Gly Gly Thr Ser Ser His 

425 430 



<210> 4 
<211> 218 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte Clone Number: 2594943 
<400> 4 

Met Asn Cys Arg Ser Glu Val Leu Glu Val Ser Val Glu Gly Arg 

1 5 10 15 

Gin Val Glu Glu Ala Met Leu Ala Val Leu His Thr Val Leu Leu 

20 25 30 

His Arg Ser Thr Gly Lys Phe His Tyr Lys Lys Glu Gly Thr Tyr 

35 40 45 

Ser lie Gly Thr Val Gly Thr Gin Asp Val Asp Cys Asp Phe lie 

5 0 5 5 6 0 

Asp Phe Thr Tyr Val Arg Val Ser Ser Glu Glu Leu Asp Arg Ala 

65 70 75 

Leu Arg Lys Val Val Gly Glu Phe Lys Asp Ala Leu Arg Asn Ser 

3 0 8 5 9 0 

Gly Gly Asp Gly Leu Gly Gin Met Ser Leu Glu Phe Tyr Gin Lys 

95 100 105 

Lys Lys Ser Arg Trp Pro Phe Ser Asp Glu Cys lie Pro Trp Glu 

110 115 120 

Val Trp Thr Val Lys Val His Val Val Ala Leu Ala Thr Glu Gin 

12 5 13 0 15 5 

Glu Arg Gin lie Cys Arg Glu Lys Val Gly Glu Lys Leu Cys Glu 

140 14 5 150 

Lys lie lie Asn lie Val Glu Val Met Asn Arg His Glu Tyr Leu 

155 160 165 

Pro Lys Met Pro Thr Gin Ser Glu Val Asp Asn Val Phe Asp Thr 

170 175 130 
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Gly Leu Arg Asp Val Gin Pro Tyr Leu Tyr Lys lie Ser Phe Gin 

18 5 190 195 

lie Thr Asp Ala Leu Gly Thr Ser Val Thr Thr Thr Met Arg Arg 

2 0 0 2 0 5 210 

Leu lie Lys Asp Thr Leu Ala Leu 
215 



<210> 5 
<211> 474 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mi sc_f eature 

<223> Incyte Clone Number: 1513871 
<400> 5 

Met lie Met Asn Lys Met Lys Asn Phe Lys Arg Arg Phe Ser Leu 

1 5 10 15 

Ser Val Pro Arg Thr Glu Thr lie Glu Glu Ser Leu Ala Glu Phe 

2 0 2 5 3 0 
Thr Glu Gin Phe Asn Gin Leu His Asn Arg Arg Asn Glu Asn Leu 

3 5 4 0 45 
Gin Leu Gly Pro Leu Gly Arg Asp Pro Pro Gin Glu Cys Ser Thr 

5 0 5 5 6 0 
Phe Ser Pro Thr Asp Ser Gly Glu Glu Pro Gly Gin Leu Ser Pro 

6 5 7 0 7 5 
Gly Val Gin Phe Gin Arg Arg Gin Asn Gin Arg Arg Phe Ser Met 

8 0 3 5 9 0 
Glu Asp Val Ser Lys Arg Leu Ser Leu Pro Met Asp lie Arg Leu 

9 5 10 0 10 5 
Pro Gin Glu Phe Leu Gin Lys Leu Gin Met Glu Ser Pro Asp Leu 

110 115 120 

Pro Lys Pro Leu Ser Arg Met Ser Arg Arg Ala Ser Leu Ser Asp 

12 5 13 0 13 5 

lie Gly Phe Gly Lys Leu Glu Thr Tyr Val Lys Leu A.sp Lys Leu 

140 145 150 

Gly Glu Gly Thr Tyr Ala Thr Val Phe Lys Gly Arg Ser Lys Leu 

155 160 165 

Thr Glu Asn Leu Val Ala Leu Lys Glu lie Arg Leu Glu His Glu 

170 175 180 

Glu Gly Ala Pro Cys Thr Ala lie Arg Glu Val Ser Leu Leu Lys 

135 190 195 

Asn Leu Lys His Ala Asn lie Val Thr Leu His Asp Leu lie His 

2 0 0 2 0 5 210 

Thr Asp Arg Ser Leu Thr Leu Val Phe Glu Tyr Leu Asp Ser Asp 

215 220 225 

Leu Lys Gin Tyr Leu Asp His Cys Gly Asn Leu Met Ser Met His 

230 2 35 240 

Asn Val Lys lie Phe Met Phe Gin Leu Lou Arg Gly Leu Ala Tyr 

245 2 5 0 255 

Cys His His Arg Lys lie Leu His Arg Asp Leu Lys Pro Gin Asn 

2 6 0 2 *') 5 2 7 0 

Leu Leu lie Asn Glu Arg Gly Glu Leu Lys Leu Ala Asp Phe Gly 

27 5 2 30 285 
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Leu Ala Arg Ala Lys Ser Val Pro Thr Lys Thr Tyr Ser Asn Glu 

2^0 295 300 

Val Val Thr Leu Trp Tyr Arg Pro Pro Asp Val Leu Leu Gly Ser 

3 0 5 310 3:5 

Thr Glu Tyr Ser Thr Pro He Asp Met Trp Gly Val Gly Cys He 

3 2 0 3 2 5 3 3 0 

His Tyr Glu Met Ala Thr Gly Arg Pro Leu Phe Pro Gly Ser Thr 

335 340 345 

Val Lys Glu Glu Leu His Leu He Phe Arg Leu Leu Gly Thr Pro 

3 5 0 3 5 5 3 6 0 

Thr Glu Glu Thr Trp Pro Gly Val Thr Ala Phe Ser Glu Phe Arg 

365 370 375 

Thr Tyr Ser Phe Pro Cys Tyr Leu Pro Gin Pro Leu He Asn His 

3 3 0 3 3 5 3 9 0 

Ala Pro Arg Leu Asp Thr Asp Gly He His Leu Leu Ser Ser Leu 

3 9 b 4 0 0 4 0- 5 
Leu Leu Tyr Glu Ser Lys Ser Arg Met Ser Ala Glu Ala Ala Leu 

4 1 0 415 4 2 0 

Ser His Ser Tyr Phe Arg Ser Leu Gly Glu Arg Val His Gin Leu 

425 430 435 

Glu Asp Thr Ala Ser He Phs Ser Leu Lys Glu He Gin Leu Gin 

440 445 4 SO 

Lys Asp Pro Gly Tyr Arg Gly Leu Ala Phe Gin Gin Pro Gly Arg 

4 5 5 4 6 0 4 6 5 
Gly Lys Asn Arg Arg Gin Ser He Phe 

4 7 0 



<210> 6 
<211> 540 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte Clone Number: 156108 



<400> 6 

Met Asn Gly 
1 

His Lys Leu 

Thr Val Ser 

Val Lys His 

Lys Asp Val 

Ser Tyr He 

Leu Gly He 

Leu Leu His 

Arg Phe Arg 



Glu Ala He 
5 

Ala Asp Leu 

2 0 

Ser Ala Arg 

~J c 

.J 

Leu His He 

5 0 

Leu Arg Glu 

6 5 

Leu Pro He 

3 0 

Val Thr Glu 

Arg Lys Thr 
110 

He Leu His 



Cys Ser Ala 
Arg Tyr Leu 
His Ala Asp 
His Thr Pro 
Ala Glu He 
Leu Gly He 
Tyr Met Pro 
Glu Tyr Pro 
Glu He Ala 



Leu Pro Thr 
10 

Ser Arg Gly 
25 

Trp Arg Val 
40 

Leu Leu Asp 
55 

Leu His Lys 
70 

Cys Asn Glu 

3 5 

Asn Gly Ser 
100 

Asp Val Ala 
1 15 

Leu Gly Val 



He Pro Tyr 
15 

Ala Ser Gly 

3 0 

Gin Val Ala 
45 

Ser Glu Arg 
60 

Ala Arg Phe 
7 5 

Pro Glu Phe 

■;»o 

Leu Asn Glu 
10 5 

Trp Pro Leu 
120 

Asn Tyr Leu 
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His Asn Met 
Asn lie Leu 
Gly Leu Ser 
Ser Lys Ser 
Glu Asn Tyr 
Asp lie Tyr 
Lys Gin Pro 
Ser Val Ser 
Pro Tyr Asp 
Ser Gly Trp 
Cys Leu lie 
Thr Phe Leu 
Ser Val Ser 
Leu Ser Leu 
Cys Gly Ser 
Ser Arg Ser 
Lys Ala Gin 
Asn His Ser 
Phe Cys Asp 
Pro Leu Ser 
Ala Gin Gin 
Met Thr Glu 
Arg Asp Leu 
Pro Thr Arg 
lie Gin Gly 
Asp Asn Lys 
Val Ser Arg 




125 

Thr Pro Pro 

no 

Leu Asp Asn 
155 

Lys Trp Arg 
17 0 

Ala Pro Glu 
13 5 

Glu Pro Gly 

200 
Ser Tyr Ala 

215 
Phe Glu Asp 

2 3 0 

Gin Gly His 
245 

lie Pro His 
2 60 

Ala Gin Asn 
275 

Glu Leu Giu 

2 9 0 
Glu Ala Val 

3 -J5 
Ser Ala lie 
32 0 

Asn lie Pro 

3 3 5 

Ser Gin Leu 
3 50 

Leu Pro Ala 
365 

Asp Cys Tyr 

3 3 0 

Trp Asp Ser 
39 5 

His Lys Thr 
410 

Thr Ala Gly 

4 2 5 

Trp lie Gin 
4 4 0 

Ala Cys Leu 

4 55 
lie Met Lys 

470 

Thr Ser Lys 
4 3 5 

Glu Glu Phe 

:i-> 0 

Gin Met Gly 
•2 1 5 

Ser Pro Ser 
530 



Leu Leu His 

Glu Phe His 

Met Met Ser 

Gly Gly Thr 

Gin Lys Ser 

Val lie Thr 

Val Thr Asn 

Arg Pro Val 

Arg Ala Arg 

Pro Asp Glu 

Pro Val Leu 

lie Gin Leu 

His Leu Cys 

Val Asn His 

His Glu Asn 

Pro Gin Asp 

Phe Met Lys 

Thr lie Ser 

Thr Pro Cys 

Asn Ser Glu 

Ser Lys Arg 

Asn Gin Ser 

Glu Asp Tyr 

Val Arg Gin 

Ala Lys Val 

Leu Gin Pro 

Leu Asn Leu 



130 

His Asp Leu 
145 

Val Lys He 
160 

Leu Ser Gin 
17 5 

He He Tyr 
190 

Arg Ala Ser 
2 05 

Trp Glu Val 
220 

Pro Leu Gin 
23 5 

lie Asn Glu 

2 50 

Mt-..t He Ser 
2 6 5 

Arj Pro Ser 
2 30 

Arg Thr Phe 

2 9 5 

Lys Lys Thr 
310 

Asp Lys Lys 
325 

Gly Pro Gin 
340 

Ser Gly Ser 
355 

Asn Asp Phe 
370 

Leu His His 

3 85 

Gly Ser Gin 

4 00 

Ser Ser Ala 
415 

Arg Leu Gin 
4 30 

Glu Asp He 
4 4 5 

Leu Asp Ala 
4 60 

Glu Leu Val 
47 5 

Leu Leu Asp 

4 90 

He Val Gin 

5 "'IS 

Tyr Pro Glu 

520 

Leu Gin Asn 
535 




135 

Lys Thr Gin 
150 

Ala Asp Phe 
165 

Ser Arg Ser 
180 

Met Pro Pro 
195 

He Lys His 
210 

Leu Ser Arg 
225 

He Met Tyr 
240 

Glu Ser Leu 
255 

Leu He Glu 
270 

Phe Leu Lys 

2 3 5 

Glu Glu He 

3 0 0 

Lys Leu Gin 
315 

Lys Met Glu 
330 

Glu Glu Ser 
345 

Pro Giu Thr 
3 6 0 

Leu Ser Arg 
375 

Cys Pro Gly 

3 9 0 

Arg Ala Ala 
405 

He He Asn 
420 

Pro Gly He 

4 35 

Val Asn Gin 
450 

Leu Leu Ser 
465 

Ser Thr Lys 

4 30 

Thr Thr Asp 
49 5 

Lys Leu Lys 

5 :. 0 

He Leu Val 
525 

Lys Ser Met 
540 
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<210> 7 
<211> 454 
<2l2> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone Number: 2333243 
<400> 7 

Met Tyr Asn Thr Val Trp Asn Met Glu Asp Leu Asp Leu Glu Tyr 

15 10 15 

Ala Lys Thr Asp lie Asn Cys Gly Thr Asp Leu Met Phe Tyr lie 

20 25 30 

Glu Met Asp Pro Pro Ala Leu Pro Pro Lys Pre Pro Lys Pro Thr 

3 5 4 0 4 5 

Thr Val Ala Asn Asn Gly Met Asn Asn Asn Met Ser Leu Gin Asp 

5 0 5 5 6 0 
Ala Glu Trp Tyr Trp Gly Asp lie Ser Arg Glu Glu Val Asn Glu 

6 5 V 0 7 5 
Lys Leu Arg Asp Thr Ala Asp Gly Thr Phe Leu Val Arg Asp Ala 

30 S5 90 

Ser Thr Lys Met His Gly Asp Tyr Thr Leu Thr Leu Arg Lys Gly 

9 5 10 0 1 0 5 

Gly Asn Asn Lys Leu lie Lys lie Phe His Arg Asp Gly Lys Tyr 

110 115 120 

Gly Phe Ser Asp Pro Leu Thr Phe Ser Ser Val Val Glu Leu lie 

125 130 135 

Asn His Tyr Arg Asn Glu Ser Leu Ala Gin Tyr Asn Pro Lys Leu 

140 145 150 

Asp Val Lys Leu Leu Tyr Pro Val Ser Lys Tyr Gin Gin Asp Gin 

155 160 165 

Val Val Lys Glu Asp Asn lie Glu Ala Val Gly Lys Lys Leu His 

170 175 180 

Glu Tyr Asn Thr Gin Phe Gin Glu Lys Ser Arg Glu Tyr Asp Arg 

135 19 0 195 

Leu Tyr Glu Glu Tyr Thr Arg Thr Ser Gin Glu lie Gin Met Lys 

2 0 0 2 0 5 210 

Arg Thr Ala lie Glu Ala Phe Asn Glu Thr lie Lys lie Phe Glu 

215 220 225 

Glu Gin Cys Gin Thr Gin Glu Arg Tyr Ser Lys Glu Tyr lie Glu 

2 3 0 2 3 5 2 4 0 

Lys Phe Lys Arg Glu Gly Asn Glu Lys Glu lie Gin Arg lie Met 

245 250 255 

His Asn Tyr Asp Lys Leu Lys Ser Arg lie Ser Glu lie lie Asp 

2 6 0 2 6 5 2 7 0 

Ser Arg Arg Arg Leu Glu Glu Asp Leu Lys Lys Gin Ala Ale. Glu 

275 230 235 

Tyr Arg Glu lie Asp Lys Arg Met Asn Sor lie Lys Pro Asp Leu 

2 9 0 2 9 5 3 0 0 
lie Gin Leu Arg Lys Thr Arg Asp Gin Tyr Leu Met Trp Leu Thr 

305 3 1.0 315 

Gin Lys Gly Val Arg Gin Lys Lys Leu Asn Glu Trp Leu Gly Asn 

3 2 0 3 2 5 3 3 0 
Glu Asn Thr Glu Asp Gin Tyr Ser Leu Val Glu Asp Asp Glu Asp 

335 340 345 
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Leu Pro His His Asp Glu Lys Thr Trp Asn Val Gly Ser Ser Asn 

350 355 3 60 

Arg Asn Lys Ala Glu Asn Leu Leu Arg Gly Lys Arg Asp Gly Thr 

365 370 375 

Phe Leu Val Arg Glu Ser Ser Lys Gin Gly Cys Tyr Ala Cys Ser 

3 3 0 3 8 5 3 9 0 

Val Val Val Asp Gly Glu Val Lys His Cys Val lie Asn Lys Thr 

3 9 5 4 0 0 4 0 5 

Ala Thr Gly Tyr Gly Phe Ala Glu Pro Tyr Asn Leu Tyr Ser Ser 

410 415 420 

Leu Lys Glu Leu Val Leu His Tyr Gin His Thr Ser Leu Val Gin 

425 430 435 

His Asn Asp Ser Leu Asn Val Thr Leu A.\c Tyr Pro Val Tyr Ala 

440 445 450 

Gin Gin Arg Arg 



<210> 8 
<311> 502 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 

<223> Incyte Clone Number: 3173355 



<400> 8 

Met Phe Gly 
1 

Pro Ala Leu 

Lys Ser Glu 

Pro Ala Arg 

Lys Phe Thr 

Ser Ala Pro 

Asp Arg Lys 

Ser Tyr Lys 

Val Ala Lys 

Asn Cys Asp 

Met Asn Cys 

His Phe Pro 

Lys Arg Phe 

Asp Asn Lys 

Arg lie Phe 



Thr Leu Leu 
5 

Ala Glu Thr 
20 

lie Trp Gly 
3 5 

Tyr Phe Tyr 
5 0 

Ser Ser Pro 

65 

Glu Glu Gin 

80 

Asp Gly Ser 
9 5 

Asn Leu Lys 
110 

Ser Pro Tyr 
125 

Cys Pro Leu 
140 

Pro Glu Thr 
1 5 5 

Ala Val Asp 
1 ~- 7 0 

Gly Gin Arg 

1 o 5 

Val Tyr lie 

2 00 
Met Asp Ala 



Leu Tyr Cys 
Gly Gly Glu 
Pro Gly Leu 
lie Gin Ala 
Gly Glu Lys 
Phe Thr Arg 
Phe lie Val 
Val Glu lie 
lie Leu Lys 
Gin Asp Ser 
lie Ala Gin 
Pro Glu Lys 
Gin Ser Leu 
Lys Thr His 
lie Leu Leu 



Phe Phe Lei 1 
1 0 

Arg Gin Leu 
25 

Lys Ala Asp 

4 0 

Val Asp Thr 

5 5 

Val Phe Gin 
7 0 

VaL Gly Val 
3 5 

Arg Tyr Arg 
1 0 0 

Lys Phe Gin 
1 L5 

Gly Pro Val 
1 .?. 0 

Ala Ala Trp 
145 

lie Gin Arg 

1 6 0 

tie Ala Val 
L 7 5 

Cys His Tyr 

1 ? 0 

Gly Glu His 

2 05 

Ser Leu Thr 



Ala Thr Val 
15 

Ser Pro Glu 
3 0 

Val Val Leu 
45 

Ser Gly Asn 
6 0 

Val Lys Val 
75 

Gin Val Leu 
9 0 

Met Tyr Ala 
105 

Gly Gin His 

12 0 

Tyr His Glu 

13 5 

Leu Arg Glu 
150 

Asp Leu Ala 
16 5 

Glu lie Pro 

1 8 0 

Thr Leu Lys 
1 9 5 

Val Gly Phe 
210 

Arg Lys Val 
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215 2 2 0 2 2 5 

Lys Met Pro Asp Val Glu Leu Phe Val Asn Leu Gly Asp Trp Pro 

230 2 35 240 

Leu Glu Lys Lys Lys Ser Asn Ser Asn lie His Pro lie Phe S^r 

2 4 5 2 5 0 2 b 5 

Trp Cys Gly Ser Thr Asp Ser Lys Asp lie Val Met Pro Thr Tyr 

260 265 270 

Asp Leu Thr Asp Ser Val Leu Glu Thr Met Gly Arg Val Ser Leu 

2 7 5 2 3 0 2 d 5 

Asp Met Met Ser Val Gin Ala Asn Thr Gly Pro Pro Trp Glu Ser 

2 9 0 2 9 5 3 0 0 
Lys Asn Ser Thr Ala Val Trp Arg Gly Arg Asp Ser Arg Lys Glu 

3 0 5 3 10 3 15 
Arg Leu Glu Leu Val Lys Leu Ser Arg Lys His Pro Glu Leu lie 

3 2 0 3 2 5 3 3 0 

Asp Ala Ala Phe Thr Asn Phe Phe Phe Phe Lys His Asp Glu Asn 

3 35 3 40 345 

Leu Tyr Gly Pro lie Val Lys His lie Ser Phe Phe Asp Phe Phe 

350 355 3m0 

Lys His Lys Tyr Gin lie Asn lie Asp Gly Thr Val Ala Ala Tyr 

3 6 5 3 7 0 3 7 5 

Arg Leu Pro Tyr Leu Leu Val Gly Asp Ser Val Val Leu Lys Gin 

3-80 335 390 

Asp Ser lie Tyr Tyr Glu His Phe Tyr Asn Glu Leu Gin Pro Trp 

3 9 5 4 0 0 4 0 5 
Lys His Tyr lie Pro Val Lys Ser Asn Leu Ser Asp Leu Leu Glu 

4 10 415 42 0 
Lys Leu Lys Trp Ala Lys Asp His Asp Glu Glu Ala Lys Lys Lie 

42 5 4 30 4 35 

Ala Lys Ala Gly Gin Glu Phe Ala Arg Asn Asn Leu Met Gly Asp 

440 445 450 

Asp lie Phe Cys Tyr Tyr Phe Lys Leu Phe Gin Glu Tyr Ala Asn 

455 460 465 

Leu Gin Val Ser Glu Pro Gin lie Arg Glu Gly Met Lys Arg Val 

4 7 0 4 7 5 4 3 0 
Glu Pro Gin Thr Glu Asp Asp Leu Phe Pro Cys Thr Cys His Arg 

485 490 495 

Lys Lys Thr Lys Asp Glu Leu 

5 0 0 

<210> 9 
<211> 282 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte Clone Number: 5116906 
<400> 9 

Met Trp Ala Cys Gly Val lie Leu Tyr Lie Leu Leu Val Gly Tyr 

1 5 10 L5 

Pro Pro Phe Trp Asp Glu Asp Gin His Arg Leu Tyr Gin Gin lie 

2 0 2 5 U) 
Lys Ala Gly Ala Tyr Asp Phe Pro Ser Pro Glu Trp Asp Thr Val 

3 5 4 0 4 5 
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Thr Pro Glu Ala Lys Asp Leu lie Asn Lys Met Leu Thr lie Asn 

5 0 5 5 6 0 

Pro Ala Lys Arg He Thr Ala Ser Glu Ala Leu Lys His Pro Trp 

0 5 7 0 7 5 

He Cys Gin Arg Ser Thr Val Ala Ser Met Met His Arg Gin Glu 

3 0 X 5 9 0 

Thr Val Asp Cys Leu Lys Lys Phe Asn Ala Arg Arg Lys Leu Lys 

9 5 10 0 105 

Gly Ala lie Leu Thr Thr Met Leu Ala Thr Arg Asn Phe Ser Ala 

110 1 1 5 12 0 

Ala Lys Ser Leu Leu Lys Lys Pro Asp Gly Val Lys Glu Ser Thr 

125 130 135 

Glu Ser Ser Asn Thr Thr He Glu Asp Glu Asp Val Lys Ala Arg 

140 H5 150 

Lys Gin Glu. lie lie Lys Val Thr Glu Gin Leu lie Glu Ala He 

15 5 1 o 0 16 5. 

Asn Asn Gly Asp Phe Glu Ala Tyr Thr Lys He Cys Asp Pro Gly 

17 0 17 5 18 0 
Leu Thr Ala Phe Glu Pro Glu Ala Leu G Ly Asn Leu Val Glu Gly 

18 5 19 0 19 5 
Met Asp Phe His Arg Phe Tyr Fhe Glu Asn Ala Leu Ser Lys Ser 

2 0 0 2 0 5 21 0 

Asn Lys Pro He His Thr lie He Leu Asn Fro His Val His Leu 

215 220 225 

Val Gly Asp Asp Ala Ala Cys He Ala Tyr He Arg Leu Thr Gin 

2 30 2 35 240 

Tyr Met. Asp Gly Ser Gly Met Pro Lys Thr Met Gin Ser Glu Glu 

245 250 255 

Thr Arg Val Trp His Arg Arg Asp Gly Lys Trp Gin Asn Val His 

2 6 0 2 6 5 2 7 0 

Phe His Arg Ser Gly Ser Pro Thr Val Pro He Asn 

2 7 5 2 3 0 



<210> 10 
<211> 510 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mi sc_f eature 

<223> Incyte Clone Number: 940589 
<400> 10 

Met Lys Ala Asp He Lys He Trp He Leu Thr Gly Asp Lys Gin 
1 5 10 15 

Glu Thr Ala He Asn He Gly His Ser Cys Lys Leu Leu Lys Lys 

2 0 2 5 3 0 
Asn Met Gly Met He Val He Asn Glu Gly Ser Leu Asp Ser Phe 

.?5 4 0 4 5 

Ser Asn Thr Gin Asn Ser Arg Lys Glu A; a Val Leu Leu Ala Lys 

r ->0 5 5 6 0 

Met Lys His Pro Asn He Val Ala Phe Lys Glu Ser Phe Glu Ala 

6 5 7 0 7 5 

Glu Gly His Leu Tyr He Val Met Glu Tyr Cys Asp Gly Gly Asp 

3 0 8 5 9 0 



I 1/64 





PF-0565 PCT 



Leu Met Gin Lys He Lys Gin Gin Lys Gly Lys Leu Phe Pro Glu 

95 LOO 105 

Asp Met He Leu Asn Trp Phe Thr Gin Met Cys Leu Gly Val Asn 

1L0 115 120 

His He His Lys Lys Arg Val Leu His Arg Asp He Lys Ser Lys 

l/:5 13 0 13 5 

Asn He Phe Leu Thr Gin Asn Gly Lys Val Lys Leu Gly Asp Phe 

l-;0 14 5 150 

Gly Ser Ala Arg Leu Leu Ser Asn Pro Met Ala Phe Ala Cys Thr 

1 5 5 16 0 1 6 5 

Tyr Val Gly Thr Pro Tyr Tyr Val Pro Pro Glu He Trp Glu Asn 

1 7 0 17 5 1 3 0 

Leu Pro Tyr Asn Asn Lys Ser Asp He Trp Ser Leu Gly Cys He 

135 19 0 19 5 

Leu Tyr Glu Leu Cys Thr Leu Lys His Pro Phe Gin Ala Asn Ser 

2 0 0 2 0 5 2 : 0 

Trp Lys Asn Leu He Leu Lys Val Cys Gin G. y Cys He Ser Pro 



Leu Pro Ser His Tyr Ser Tyr Glu Leu Gin Phe Leu Val Lys Gin 

2 30 j 35 24 o 

Met Phe Lys Arg Am Pro Ser His Arg Pro Ser Ala Thr Thr Leu 

.145 250 255 

Leu Ser Arg Gly He Val Ala Arg Leu Val Gin Lys Cys Leu Pro 

>;o 2 65 2 7 0 

Pro Glu He He Met Glu Tyr Gly Glu Glu Val Leu Glu Glu He 



Lys Asn Ser- Lys His Asn Thr Fro Arg Lys Lyj Thr Asn Pro Ser 

2 9 0 29 5 3 0 0 
Arg He Arg He Ala Leu Gly Asn Glu Ala Ser Thr Val Gin Glu 

3 0 5 310 3 15 
Glu Glu Gin Asp Arg Lys Gly Ser His Thr Asp Leu Glu Ser He 

120 325 330 

Asn Glu Asn Leu Val Glu Ser Ala Leu Arg Arg Val Asn Arg G Lu 

3 35 34 0 345 

Glu Lys Gly Asn Lys Ser Val His Leu Arg Lys Ala Ser Ser Pro 

3 5 0 3 5 5 3 6 0 

Asn Leu His Arg Arg Gin Trp Glu Lys Asn Val Pro Asn Thr Ala 

3 6 5 3 7 0 3 7 5 

Leu Thr Ala Leu Glu Asn Ala Ser He Leu Thr Ser Ser Leu Thr 

3 ■? 0 3 3 5 3 9 0 

Ala Glu Asp Asp Arg Gly Gly Ser Val He Lys Tyr Ser Lys Asn 

3 9 5 4 0 0 4 0 5 
Thr Thr Arg Lys Gin Trp Leu Lys Glu Thr Pro Asp Thr Leu Leu 

4 1 0 415 4 2 0 

Asn He Leu Lys Asn Ala Asp Leu Ser Leu Ala Phe Gin Thr Tyr 

4.25 430 435 

Thr He Tyr Arg Pro Gly Ser Glu Gly Phe Leu Lys Gly Pro Lou 

44 0 44 5 450 

Ser Glu Glu Thr Glu Ala Ser Asp Ser Val Asp Gly Gly His Asp 

4 c o -16 0 -In 5 

Ser Val He Leu A-r.p Pro Glu Arg Leu Glu Pro Gly Leu Asp Gi.u 

4 7 0 47 5 4:t!0 

Glu Asp Thr Asp Phe Glu Glu Glu Asp Asp Asn Pro Asp Trp Val 

4 .< 5 4 9 0 4 y 5 
Ser Glu Leu Lys Lys Arg Ala Gly Trp Gin Gly Leu Cys Asp Arg 



22 0 



2 3 0 



500 



505 



510 



12/64 



PF-05 65 PCT 



<210> 11 
<211> 248 
<212> PRT 

<2 1 3 > Homo sapiens 

< 2 2 0 > 

<221> mi sc__f eature 

<223> Incyte Clone Number: 304421 

< 4 0 0 > 11 

Met, Ala Glu Thr Ser Leu Pro Glu Leu Gly Giy Glu Asp Lys Ala 

15 10 15 

Thr Pro Cys Pro Ser lie Leu Glu Leu Glu Glu Leu Leu Arg Ala 

2 0 2 5 3 0 
Gly Lys Ser Ser Cys Ser Arg Val Asp Glu Val Trp Pro Asn Leu 

3 5 4 0 4 5 
Phe lie Gly Asp Ala Met Asp Ser Leu Gin Lys Gin Asp Leu Arg 

5 0 5 5 6 0 

Arg Pro Lys lie His Gly Ala Val Gin Ala Ser Pro Tyr Gin Pro 

65 70 75 

Pro Thr Leu Ala Ser Leu Gin Arg Leu Leu Trp Val Arg Gin Ala 

SO 85 90 

Ala Thr Leu Asn H_ls He Asp Glu Val Trp Pro Ser Leu Phe Leu 

9 5 10 0 10 5 

Gly Asp Ala Tyr Ala Ala Arg Asp Lys So :r Lys Leu He Gin Leu 

110 115 120 

Gly He Thr His Val Val Asn Ala Ala Ala Gly Lys Phe Gin Val 

12 5 13 0 13 5 

Asp Thr Gly Ala Lys Phe Tyr Arg Gly Met Ser Leu Glu Tyr Tyr 

140 145 150 

Gly He Glu Ala Asp Asp Asn Pro Phe Phe Asp Leu Ser Val Tyr 

155 160 165 

Phe Leu Pro Val Ala Arg Tyr lie Arg Ala Ala Leu Ser Val Pro 

170 175 130 

Gin Gly Arg Val Leu Val His Cys Ala Met Gly Val Ser Arg Ser 

135 190 195 

Ala Thr Leu Val Leu Ala Phe Leu Met He Tyr Glu Asn Met Thr 

200 205 210 

Leu Val Glu Ala He Gin Thr Val Gin Ala His Arg Asn He Cys 

215 220 225 

Pro Asn Ser Gly Phe Leu Arg Gin Leu Gin Val Leu Asp Asn Arg 

230 235 240 

Leu Gly Arg Glu Thr Gly Arg Phe 

245 



<210> 12 

<211> 810 

<212> PRT 

<2l.3> Homo sapiens 

<.::: o > 

<22l> misc_feature 

<223> Incyte Clone Number: 1213802 
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<400> 12 

Met Pro Asn 
1 

Cys Thr Lys 

lie Gly Asn 

Phe Arg Gin 

Arg Ser Glu 

Gin Lys Leu 

Asp Gly Leu 

Pro Glu Ser 

Gin Gin Asn 

Arg Ser Val 

Thr His Pro 

Asp Asp Asp 

Thr Leu Gin 

Ser Val Arg 

Asn Phe Gly 

Lys Glu Lys 

Ser Leu Leu 

Asn Val Arg 

Gly Glu Glu 

Lys Arg Lys 

Arg Ser Leu 

Thr Asn lie 

Leu Lys Glu 

Ala Thr Asp 

Leu Glu G Lu 

Leu Gin Thr 

Ser Thr Ser 

Phe Ser Glu 



Gin Gly Glu 
5 

Gly Asp Ser 

2 0 

Glu Thr Val 

Val Cys Arg 

5 0 

Tie Pro Cys 

6 5 

Asn Cys Ala 

8 0 

Phe Leu Pro 

9 5 

Pro Glu Glu 

110 

Lys Leu Ser 

12 5 

Met Lys Val 

14 0 
Pro Val Val 

155 

Gin Phe Ser 
17 0 

Pro Thr Pro 

13 5 

Lys Pro Ala 

2 0 0 
lie Lys Thr 

215 
Ser Lys Lys 

2 3 0 

Leu His Pro 

2 45 
Thr Val Val 

260 
Pro Leu Val 

2 7 5 

Phe Ser Ala 

2 9 0 
Ala Gin Arg 

3 0 5 

Asp Lys Thr 
320 

Arg Leu Gly 
3 3 5 

Lys Val Asn 

3 5 0 
lie Leu Leu 

3 6 5 

Lys Leu Lys 

3 s 0 

Gly Ala Arg 
33 5 

Val Leu Ala 



Asp Cys Tyr 
Cys Pro Phe 
Cys Thr Leu 
Phe Arg His 
Tyr Trp Glu 
Phe His His 
Pro Ser Lys 
Glu Val Lys 
Val Gin Ser 
Glu Ser Ser 
lie Asn Ala 
Glu Glu Gly 
Glu Val His 
Val Asn lie 
Leu Glu Glu 
Gin Gly Glu 
Glu Pro Val 
Arg Thr Val 
Arg Leu Ser 
Gly Gly Asp 
Leu Gly Lys 
Pro Lys Lys 
Met Ser Ala 
Lys Val Gly 
Glu Arg Ala 
Thr Glu Gly 
Ser Ser Ser 
Glu Lys Lys 



Phe Phe Phe 
10 

Arg His Cys 

25 

Trp Gin Glu 
4 0 

Met Glu lie 
55 

Asn Gin Pro 
70 

Asn Arg Gly 

Thr Val Leu 

1 0 0 

Al=i Ser Gin 
1 1 5 

Asn Pro Ser 
130 

Glu Asn Val 
145 

Alc\ Asp Asp 
160 

Asp Glu Thr 
17 5 

Asn Gly Leu 
1 9 0 

Lys Gin Gly 

2 0 5 

lie Lys Ser 
2 2 0 

Gly Ser Ser 

Pro Gly Pro 
250 

Thr Leu Ser 
2 65 

Leu Thr Glu 
230 

Ser Asp Pro 

2 95 

Lys Val Glu 
310 

Ala Gin Val 

3 25 

Asp Pro Asp 
3 40 

Glu lie His 
355 

Ser Gin Lys 
37 0 

Pro Ser Lys 

3 3 5 

Thr lie Arg 

4 0 0 

His Arg Gin 



Tyr Ser Thr 
15 

Glu Ala Ala 
30 

Gly Arg Cys 
45 

Asp Lys Lys 
60 

Thr Gly Cys 
7 5 

Arg Tyr Val 
90 

Pro Thr Val 
105 

Leu Ser Val 
120 

Pro Gin Leu 
135 

Pro Ser Pro 
150 

Asp Glu Asp 
165 

Lys Thr Pro 
130 

Arg Val Thr 
195 

Glu Cys Leu 
210 

Lys Lys Met 
225 

Gly Val Ser 
240 

Glu Lys Glu 

2 55 

Thr Lys Gin 
270 

Arg Leu Gly 
235 

Pro Leu Lys 

3 00 

Ala Pro Glu 
315 

Ser Lys Ser 
330 

Asn Glu Asp 
3 4 5 

Val Lys Thr 
360 

Arg Gly Glu 
57 5 

Thr Asp Asp 
390 

He Lys Thr 
405 

Gin Glu Ala 
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PCT 





410 



415 



420 



Glu Arg Gin Lys Ser Lys Lys Asp Thr Thr Cys lie Lys Leu Lys 

425 430 42 5 

lie Asp Ser Glu lie Lys Lys Thr Val Val Leu Pro Pro lie Val 

440 445 450 

Ala Ser Arg Gly Gin Ser Glu Glu Pro Ala Gly Lys Thr Lys Sor 

4 5 5 4 6 0 4 6 5 

Met Gin Glu Val His lie Lys Thr Leu Glu Glu lie Lys Leu Glu 

4 7 0 4 7 5 4 3 0 

Lys Ala Leu Arg Val Gin Gin Ser Ser Glu Ser Ser Thr Ser Ser 

4 35 4 90 4? 5 
Pro Ser Gin His Glu Ale Thr Pro Gly Ala Arg Arg Leu Leu Arg 

500 505 5 10 

lie Thr Lys Arg Thr Gly Met Lys Glu Glu Lys Asn Leu Gin Glu 

515 52C 525 

Gly Asn Glu Val Asp Ser Gin Ser Ser lie Arg Thr Glu Ala Lys 

520 535 540 

Glu Ala Ser Gly Glu Thr Thr Gly Val Asp lie Thr Lys lie Gin 

545 550 555 

Val Lys Arg Cys Glu Thr Met Arg Glu Lys His Met Gin Lys Gin 

560 565 570 

Gin Glu Arg Glu Lys Ser Val Lou Thr Pro Leu Arg Gly Asp Val 

575 530 535 

Ala Ser Cys Asn Thr Gin Val Ala Glu Lys Pro Val Leu Thr Ala 

5 9 0 5 9 5 6 0 0 
Val Pro Gly lie Thr Arg His Leu Thr Lys Arg Leu Pro Thr Lys 

6 0 5 6 1 0 615 
Ser Ser Gin Lys Val Glu Val Glu Thr Ser Gly lie Gly Asp Ser 

6 2 0 6 2 2 6 3 0 

Leu Leu Asn Val Lys Cys Ala Ala Gin Thr Leu Glu Lys Arg Gly 

63 5 6 4 0 645 

Lys Ala Lys Pro Lys Val Asn Val Lys Pro Ser Val Val Lys Val 

6 5 0 6 5 5 6 6 0 

Val Ser Ser Pro Lys Leu Ala Pro Lys Arg Lys Ala Val Glu Met 

665 670 675 

His Ala Ala Val lie Ala Ala Val Lys Pro Leu Ser Ser Ser Ser 

6 3 0 6 3 5. 6 9 0 
Val Leu Gin Glu Pro Pro Ala Lys Lys Ala Ala Val Ala Val Val 

695 700 705 

Pro Leu Val Ser Glu Asp Lys Ser Val Thr Val Pro Glu Ala Glu 

710 715 7 2 0 

Asn Pro Arg Asp Ser Leu Val Leu Pro Pro Thr Gin Ser Ser Ser 

7 2 5 7 3 0 7 3 5 
Asp Ser Ser Pro Pro Glu Val Ser Gly Pro Ser Ser Ser Gin Met 

740 745 750 

Ser Met Lys Thr Arg Arg Leu Ser Ser Ala Ser Thr Gly Lys Pro 

7 5 5 7 6 0 7 6 5 

Pro Leu Ser Val Glu Asp Asp Phe Glu Lys Leu lie Trp Glu lie 

7 7 0 7 7 5 7 3 0 

Ser Gly Gly Lys Leu Glu Ala Glu lie Asp Leu Asp Pro Gly Lys 

7 3 5 7 0 0 7 9 5 

Asp Glu Asp Asp Lou Leu Leu Glu Leu Ser Glu Met lie Asp Ser 



3 00 



305 



310 



<210> 13 
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PF-0 56 5 PCT 





<::11> 
<212:> 
<::l 3> 



549 



PRT 



Homo sapiens 



< 2 2 0 > 



<221> misc_f eature 

<223> Incyte Clone Number: 1378134 
<400> 13 

Mot Arg Arg Arg Ala Ser Asn Ala Ala Ala Ala Ala His Thr lie 

15 10 15 

Giy Gly Ser Lys His Thr Met Asn Asp His Leu His Val Gly Ser 

2 0 2 5 3 0 
His Ala His Gly Gin lie Gin Val Arg Gin Leu Phe Glu Asp Asn 

3 5 4 0 4 5 
Ser Asn Lys Arg Thr Val Leu Thr Thr Gin Pro Asn Gly Leu Thr 

5 0 5 5 6 0 

Thr Val Gly Lys Thr Gly Leu Pro Vai Val Pro Glu Arg Gin Leu 

65 7 0 75 

Asp Ser lie His Arg Arg Gin Gly Ser Se:: Thr Ser Leu Lys Ser 

80 35 90 

Met Glu Gly Met Gly Lys Val Lys Ala Thr Pro Met Thr Pro Glu 

9 5 100 105 

Gin Ala Met Lys Gin Tyr Met Gin Lys Leu Thr Ala Phe Glu His 

110 115 120 

His Glu lie Phe Ser Tyr Pro Glu lie Tyr Phe Leu Gly Leu Asn 

12 5 13 0 13 5 
Ala Lys Lys Arg Gin Giy Met Thr Gly Giy Pro Asn Asn Gly Gly 

140 145 150 

Tyr Asp Asp Asp Gin Gly Ser Tyr Val Gin Val Pro His Asp His 

15 5 1 6 0 16 5 

Val Ala Tyr Arg Tyr Glu Val Leu Lys Val lie Gly Lys Gly Ser 

17 0 175 130 

Phe Gly Gin Val Val Lys Ala Tyr Asp His Lys Val His Gin His 

13 5 19 0 1 9 5 
Val Ala Leu Lys Met Val Arg Asn Glu Lys Arg Phe His Arg Gin 

2 0 0 2 0 5 210 

Ala Ala Glu Glu lie Arg lie Leu Glu His Leu Arg Lys Gin Asp 

215 220 225 

Lys Asp Asn Thr Met Asn Val lie His Met Leu Glu Asn Phe Thr 

2 3 0 2 3 5 2 4 0 

Phe Arg Asn His He Cys Met Thr Phe Glu Leu Leu Ser Met Asn 

245 250 255 

Leu Tyr Glu Leu He Lys Lys Asn Lys Phe Gin Gly Phe Ser Leu 

260 265 270 

Pro Leu Val Arg Lys Phe Ala His Ser He Leu Gin Cys Leu Asp 

2 7 5 2 3 0 2 3 5 

Ala Leu His Lys Asn Arg He He His Cys Asp Leu Lys Pro Glu 

2 9 0 2 9 5 3 0 0 
Asn He Leu Leu Lys Gin Gin Gly Arg Ser Gly He Lys Val lie 

3 5 310 3 1 5 
Asp Phe Gly Ser Ser Cys Tyr Glu His Gin Arg Val Tyr Thr Tyr 

3 2 0 3 2 5 3 3 0 

He Gin Ser Arg Phe Tyr Arg Ala Pro Glu Val He Leu Gly Ala 

335 3 4 0 34 5 

Arg Tyr Gly Met Pro He Asp Met Trp Ser Leu Gly Cys He Leu 
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3 SO 355 3 60 

Ala Glu Leu Leu Thr Gly Tyr Pro Leu Leu Pro Gly Glu Asp Glu 

365 370 375 

Gly Asp Gin Leu Ala Cys Met lie Glu Leu Leu Gly Met Pro Ser 

3 8 0 3 P. 5 3 9 0 

Gin Lys Leu Leu Asp Ala Ser Lys Arg Ala Lys Asn Phe Val Ser 

3 9 5 4 0 0 4 0 5 
Ser Lys Gly Tyr Pro Arg Tyr Cys Thr Val Thr Thr Leu Ser Asp 

410 415 420 

Gly Ser Val Val Leu Asn Gly Gly Arg Ser Arg Arg Gly Lys Leu 

4 2 5 4 3 0 4 3 5 
Arg Gly Pro Pro Glu Ser Arg Glu Trp Gly Asn Ala Leu Lys Gly 

440 445 450 

Cys Asp Asp Pro Leu Phe Leu Asp Phe Leu Lys Gin Cys Leu Glu 

4 5 5 4 6 0 4 6 5 

Trp Asp Pro Ala Val Arg Met Thr Pro Gly Gin Ala Leu Arg His 

470 475 480 

Pro Trp Leu Arg Arg Arg Leu Pro Lys Pro Pro Thr Gly Glu Lys 

4 8 5 4 9 0 4 9 5 
Thr Ser Val Lys Arg lie Thr Glu Ser Thr Gly Ala lie Thr Ser 

500 595 510 

lie Ser Lys Leu Pro Pro Pro Ser Ser Ser Ala Ser Lys Leu Arg 

515 5 :■. 0 5 9 5 

Thr Asn Leu Ala Gin Met Thr Asp Ala Asn Gly Asn lie Gin Gin 

5 30 535 540 
Arg Thr Val Leu ?ro Lys Leu Val Ser 

545 



<210> 14 
<211> 416 

< 2 1 2 > PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone Number: 1490070 

< 4 0 0 > 14 

Met Met Pro Gin Leu Gin Phe Lys Asp Ala Phe Trp Cys Arg Asp 

1 5 10 15 

Phe Thr Ala His Thr Gly Tyr Glu Val Leu Leu Gin Arg Leu Leu 

20 25 30 

Asp Gly Arg Lys Met Cys Lys Asp Met Val Glu Leu Leu Trp Gin 

3 5 4 0 4 5 

Arg Ala Gin Ala Glu Glu Arg Tyr Gly Lys Glu Leu Val Gin lie 

5 0 5 5 6 0 
Ala Arg Lys Ala Gly Gly Gin Thr Glu lie Asn Ser Leu Arg Ala 

6 5 7 0 7 5 
Ser Phe Asp Ser Leu Lys Gin Gin Met Glu Asn Val Gly Ser Ser 

8 0 ^5 0 
His lie Gin Leu Ala Leu Thr Leu Arg Glu Glu Leu Arg Ser Lou 

9 5 10 0 105 
Glu Glu Phe Arg Glu Arg Gin Lys Glu Gin Arg Lys Lys Tyr Glu 

110 115 120 

Ala Val Met Asp Arg Val Gin Lys Ser Lys Leu Ser Leu Tyr Lys 
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PF-0565 



PCT 




# 



125 



130 



135 



Lys Ala Met Glu Sor Lys Lys Thr Tyr Glu Gin Lys Gys Arg Asp 

140 145 150 

Ala Asp Asp Ala Glu Gin Ala Phe Glu Arg lie Ser Ala Asn Gly 

155 16 0 165 

His Gin Lys Gin Val Glu Lys Ser Gin Asn Lys Ala Arg Gin Cys 

17 0 17 5 13 0 

Lys Asp Ser Ala Thr Glu Ala Glu Arg Val Tyr Arg Gin Ser lie 

135 190 195 

Ala Gin Leu Glu Lys Val Arg Ala Glu Trp Glu Gin Glu His Arg 

2 0 0 2 0 5 210 

Thr Thr Cys Glu Ala Phe Gin Leu Gin Glu Phe Asp Arg Leu Thr 

215 2 2 0 22 5 

lie Leu Arg Asn Ala Leu Trp Val His Ser Asn Gin Leu Ser Met 

230 235 240 

Gin Cys Val Lys Asp Asp Glu Leu Tyr Glu Glu Val Arg Leu Thr 

245 2 50 255 

Leu Glu Gly Cys Ser lie Asp Ala Asp lie Asp Ser Phe lie Gin 

2 6 0 2 6 5 2 7 0 

Ala Lys Ser Thr Gly Thr Glu Pro Pro Ale. Pro Val Pro Tyr Gin 

275 230 235 

Asn Tyr Tyr Asp Arg Glu Val Thr Pro Leu Thr Ser Ser Pro Gly 

2 9 0 2 9 5 3 0 0 
lie Gin Pro Ser Cys Gly Met lie Lys Arg Phe Ser Gly Leu Leu 

3 0 5 3 10 315 
His Gly Ser Pro Lys Thr Thr Ser Leu Ala Ala Ser Ala Ala Ser 

3 2 0 3 2 5 3 3 0 

Thr Glu Thr Leu Thr Pro Thr Pro Glu Arg Asn Glu Gly Val Tyr 

3 35 340 34 5 

Thr Ala lie Ala Val Gin Glu lie Gin Gly Asn Pro Ala Ser Pro 

350 355 360 

Ala Gin Glu Tyr Arg Ala Leu Tyr Asp Tyr Thr Ala Gin Asn Pro 

365 370 375 

Asp Glu Leu Asp Leu Ser Ala Gly Asp I le Leu Glu Val lie Leu 

330 335 390 

Glu Gly Glu Asp Gly Trp Trp Thr Val Glu Arg Asn Gly Gin Arg 

3 9 5 4 0 0 4 0 5 

Gly Phe Val Pro Gly Ser Tyr Leu Glu Lys Leu 



<210> 15 
<211> 425 
<2 12> PRT 

<213> Homo sapiens 
<220> 

<221> mi sc_f eature 

<223> Incyte Clone Number: 1997814 
<400> 15 

Met Glu Gin Gly Leu Glu Glu Glu Glu Glu Val Asp Pro Arg lie 
1 5 10 15 

Gin Gly Glu Leu Glu Lys Leu Asn Gin Ser Thr Asp Asp lie Asn 



Arg Arg Glu Thr Glu Leu Glu Asp Ala Arg Gin Lys Phe Arg Ser 



410 



415 



20 



30 



35 



40 



45 
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PF-0 5'5 5 PCT 



Val Leu Val Glu Ala Thr Val Lys Leu Asp Glu Leu Val Lys Lys 

5 0 5 5 6 0 
lie GLy Lys Ala Val Glu Asp Ser Lys Pro Tyr Trp Glu Ala Arg 

6 5 7 0 7 5 
Arg Val Ala Arg Gin Ala Gin Leu Glu Ala Gin Lys Ala Thr Gin 

3 0 8 5 ? 0 

Asp Phe Gin Arg Ala Thr Glu Val Leu Arg Ala Ala Lys Glu Thr 

9 5 100 10 5 

lie Ser Leu Ala Glu Gin Arg Leu Leu Glu Asp Asp Lys Arg Gin 

110 115 12 0 

Phe Asp Ser Ala Trp Gin Glu Met Leu Asn His Ala Thr Gin Arg 

125 13 0 13 5 

Val Met Glu Ala Glu Gin Thr Lys Thr Arg Ser Glu Leu Val His 

140 145 150 

Lys Glu Thr Ala Ala Arg Tyr Asn Ala Ala Met Gly Arg Met Arg 

15 5 16 0 16 5 

Gin Leu Glu Lys Lys Leu Lys Arg Ala He Asn Lys Ser Lys Pre 

17 0 17 5 130 

Tyr Phe Glu Leu Lys Ala Lys Tyr Tyr Vc.l Gin Leu Glu Gin Leu 

13 5 19 0 1 9 5 

Lys Lys Thr Val Asp Asp Leu Gin Ala Lys Leu Thr Leu Ala Lys 

2 0 0 2 0 5 2 1 0 

Gly Glu Tyr Lys Met Ala Leu Lys Asn Leu Glu Met lie Ser Asp 

215 2 2 0 225 

Glu He His Glu Arg Arg Arg Ser Ser Ala Met Gly Pro Arg Gly 

230 235 240 

Cys Gly Val Gly Ala Glu Gly Ser Ser Thr Ser Val Glu Asp Leu 

245 2 50 255 

Pro Gly Ser Lys Pro Glu Pro Asp Ala Tie Ser Val Ala Ser Glu 

260 265 270 

Ala Phe Glu Asp Asp Ser Cys Ser Asn Phe Val Ser Glu Asp Asp 

27 5 2 30 235 

Ser Glu Thr Gin Ser Val Ser Ser Phe Ser Ser Gly Pro Thr Ser 

2 9 0 2 9 5 3 0 0 
Pro Ser Glu Met Pro Asp Gin Phe Pro Ala Val Val Arg Pro Gly 

3 0 5 310 315 
Ser Leu Asp Leu Pro Ser Pro Val Ser Leu Ser Glu Phe Gly Met 

3 2 0 3 2 5 3 3 0 

Met Phe Pro Val Leu Gly Pro Arg Ser Glu Cys Ser Gly Ala Ser 

3 3 5 3 4 0 3 4 5 

Ser Pro Glu Cys Glu Val Glu Arg Gly Asp Arg Ala Glu Gly Ala 

35 0 355 36 0 

Glu Asn Lys Thr Ser Asp Lys Ala Asn Asn Asn Arg Gly Leu Ser 

3 6 5 3 7 0 3 7 5 

Ser Ser Ser Gly Ser Gly Gly Ser Ser Lys Ser Gin Ser Ser Thr 

3 3 0 3 3 5 3 9 0 

Ser Pro Glu Gly Gin Ala Leu Glu Asn Arg Met Lys Gin Leu Ser 

3 9 5 4 0 0 4 0 5 

Leu Gin Cys Ser Lys Gly Arg Asp Gly He He Ala Asp He Lys 



4 10 

He GLy 
42 5 



4 15 



420 



Met Val Gin 



<210> 16 



<211> 1135 



l l >/64 



PF-0 565 PCT 





<?.12> 
<213> 



Homo sapiens 



PRT 



<221> misc_f eature 

<223> Incyte Clone Number: 2299715 
<400> 16 

Met Ala Asn Asp Ser Pro Ala Lys Ser Leu Val Asp lie Asp Leu 

15 10 15 

Ser Ser Leu Arg Asp Pro Ala Gly lie Phe Glu Leu Val Glu Val 

2 0 2 5 3 0 

Val Gly Asn Gly Thr Tyr Gly Gin Val Tyr Lys Gly Arg His Val 

3-5 4 0 4 5 

Lys Thr Gly Gin Leu Ala Ala lie Lys Val Met Asp Val Thr Glu 



Asp Glu Glu Glu Glu lie Lys Leu Glu lis Asn Met Leu Lys Lys 
6 5 7 0 7 5 

Tyr Ser His His Arg Asn lie Ala Thr Tyr Tyr Gly Ala Phe lie 

8 0 3 5 9 0 
Lys Lys Ser Pro Pro Gly His Asp Asp Gin Leu Trp Leu Val Met 

9 5 10 0 10 5 
Glu Phe Cys Gly Ala Gly Ser lie Thr Asp Leu Val Lys Asn Thr 

L 1 0 115 12 0 

Lys Gly Asn Thr Leu Lys Glu Asp Trp I :.a Ala Tyr lie Ser Arg 

1 2 b 13 0 13 5 

Glu lie Leu Arg Gly Leu Ala His Leu His lie His His Val lie 

140 145 150 

His Arg Asp lie Lys Gly Gin Asn Val Leu Leu Thr Glu Asn Ala 

15 5 16 0 16 5 

Gly Val Lys Leu Val Asp Phe Gly Val Ser Ala Gin Leu Asp Arg 

170 175 180 

Thr Val Gly Arg Arg Asn Thr Phe lie Gly Thr Pro Tyr Trp Met 

18 5 1 9 0 19 5 

Ala Pro Glu Val lie Ala Cys Asp Glu Asn Pro Asp Ala Thr Tyr 

20 0 2 0 5 210 

Asp Tyr Arg Ser Asp Leu Trp Ser Cys Gly lie Thr Ala lie Glu 

215 220 225 

Met Ala Glu Gly Ala Pro Pro Leu Cys Asp Met His Pro Met Arg 

230 235 240 

Ala Leu Phe Leu He Pro Arg Asn Pro Pro Pro Arg Leu Lys Ser 

245 2 50 2 55 

Lys Lys Trp Ser Lys Lys Phe Phe Ser Phe He Glu Gly Cys Leu 

260 2 65 270 

Val Lys Asn Tyr Met Gin Arg Pro Ser Thr Glu Gin Leu Leu Lys 

275 280 235 

His Pro Phe He Arg Asp Gin Pro Asn Glu Arg Gin Val Arg He 

2 9 0 2 9 5 3 0 0 
Gin Leu Lys Asp His He Asp Arg Thr Arg Lys Lys Arg Gly Glu 

■'.0 5 U-j 315 

Lys Asp Glu Thr Glu Tyr Glu Tyr Ser Gly Ser Glu Glu Glu O.u 

3 2 0 3 2 5 J 3 0 
Glu Glu Val Pro Glu Gin Glu Gly Glu Pro Ser Ser He Val Asn 

33 5 3 4 0 345 

Val Pro Gly Glu Ser Thr Leu Arg Arg Asp Phe Leu Arg Leu Gin 



50 



60 
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3 50 



3 55 



3 60 



Gin Glu Asn Lys Glu Arg Ser Glu Ala Leu Arg Arg Gin Gin Leu 

3^5 370 375 

Leu Gin Glu Gin Gin Leu Arg Glu Gin Glu Glu Tyr Lys Arg Gin 

3 8 0 3 8 5 3 9 0 

Leu Leu Ala Glu Arg Gin Lys Arg Tie Glu Gin Gin Lys Glu Gin 

3 9 5 4 ■:■ 0 4 0 5 
Arg Arg Arg Leu Glu Gla Gin Gin Arg Arg Glu Arg Glu Ala Arg 

4 1 o 4 : 5 4 :: o 

Arg Gin Gin Glu Arg Glu Gin Arg Arg Arg Glu Gin Glu Glu Lys 

425 430 435 

Arg Arg Leu Glu Glu Leu Glu Arg Arg Arg Lys Glu Glu Glu Glu 

440 445 450 

Arg Arg Arg Ala Glu Glu Glu Lys Arg Arg Val Glu Arg Glu Gin 

4 5 5 4 5 0 4 6 5 
Glu Tyr lie Arg Arg Gin Leu Glu Glu Glu Gin Arg His Leu Glu 

47 0 4 4S0 

Val Leu Gin Gin Gin Leu Leu Gin Glu Gin Ala Met Leu Leu His 

485 490 495 

Asp His Arg Arg Pro His Pro Gin His Ser Gin Gin Pro Pro Pro 

5 0 0 5 0 5 510 
Pro Gin Gin Glu Arg Ser Lys Pro Ser Phe His Ala Pro Glu Pro 

515 5::0 5T:5 

Lys Ala His Tyr Glu Pro Ala Asp Arg Ala Arg Glu Val Pro Val 

530 535 540 

Arg Thr Thr Ser Arg Ser Pro Val Leu Ser Arg Arg Asp Ser Pro 

545 550 555 

Leu Gin Gly Ser Gly Gin Gin Asn Ser Gin Ala Gly Gin Arg Asn 

560 565 570 

Ser Thr Ser lie Glu Pro Arg Leu Leu Trp Glu Arg Val Glu Lys 

57 5 580 535 

Leu Val Pro Arg Pro Gly Ser Gly Ser Sor Ser Gly Ser Ser Asn 

590 595 600 

Ser Gly Ser Gin Pro Gly Ser His Pro Gly Ser Gin Ser Gly Ser 

6 0 5 6 L 0 615 
Gly Glu Arg Phe Arg Val Arg Ser Ser Ser Lys Ser Glu Gly Ser 

620 625 630 

Pro Ser Gin Arg Leu Glu Asn Ala Val Lys Lys Pro Glu Asp Lys 

6 3 5 6 4 0 6 4 5 

Lys Glu Val Phe Arg Pro Leu Lys Pro Ala Asp Leu Thr Ala Leu 

6 5 0 6 5 5 6 6 0 

Ala Lys Glu Leu Arg Ala Val Glu Asp Val Arg Pro Pro His Lys 

6 6 5 67 0 67 5 
Val Thr Asp Tyr Ser Ser Ser Ser Glu Glu Ser Gly Thr Thr Asp 

630 685 690 

Glu Glu Asp Asp Asp Val Glu Gin Glu Gly Ala Asp Glu Ser Thr 

69 5 7 0 0 7 05 

Ser Gly Pro Glu Asp Thr Arg Ala Ala Ser Ser Leu Asn Leu Ser 

7 10 7:5 7 2 0 
Asn Gly Glu Thr Glu Ser Val Lys Thr Met. He Val His Asp Asp 

7 2 5 7 .-; 0 7 3 5 

Val Glu Ser Glu Pro Ala Met Thr Pro Sor Lys Glu Gly Thr Leu 

74 0 74 5 7 50 

He Val Arg Gin Thr Gin Ser Ala Ser Ser Thr Leu Gin Lys H.s.s 

7 5 5 7 6 0 7 6 5 

Lys Ser Ser Ser Ser Phe Thr Pro Phe He Asp Pro Arg Leu Leu 
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770 










775 










780 


Gin 


He 


Ser 


Pro 


Ser 
735 


Ser 


Gly 


Thr 


Thr 


Val 

790 


Thr 


Ser 


Val 


Val 


Gly 
7 9 5 


Phe 


Ser 


Cys 


Asp 


Gly 
800 


Met 


Arg 


Pro 


Glu 


Ala 

8 05 


He 


Arg 


Gin 


Asp 


Pro 
81 C 


Thr 


Arg 


Lys 


Gly 


Ser 
815 


Val 


Val 


Asn 


Val 


Asn 

82 0 


Pro 


Thr 


Asn 


Thr 


Arg 

8 2 5 


Pro 


Gin 


Ser 


Asp 


Thr 

8 30 


Pro 


Glu 


He 


Arg 


Lys 
8.3 5 


Tyr 


Lys 


Lys 


Arg 


Phe 
84 0 


Asn 


Ser 


Glu 


He 


Leu 
84 5 


Cys 


Ala 


Ala 


Leu 


Trp 
850 


Gly 


Val 


Asn 


Leu 


Leu 

8 55 


Val 


Gly 


Thr 


Glu 


Ser 
860 


Gly 


Leu 


Met 


Leu 


Leu 
8 65 


Asp 


Arg 


Ser 


Gly 


Gin 

87 0 


Gly 


Lys 


Val 


Tyr 


Pro 
875 


Leu 


He 


Asn 


Arg 


Arg 

830 


Arg 


Phe 


Gin 


Gin 


Met 

8 3 5 


Asp 


Val 


Leu 


Glu 


Gly 
8 9 0 


Leu 


Asn 


Val 


Leu 


Val 
895 


Thr 


He 


Ser 


Gly 


Lys 
9 ■■ i 0 


Lys 


Asp 


Lys 


Leu 


Arg 

9 05 


Val 


Tyr 


Tyr 


Leu 


Ser 
910 


Trp 


Leu 


Arg 


Asn 


Lys 
9 15 


lie 


Leu 


His 


Asn 


Asp 
920 


Pro 


Glu 


Val 


Glu 


Lys 
925 


Lys 


Cln 


Gly 


Trp 


Thr 

9 .?■ 0 


Thr 


Val 


Gly 


Asp 


Leu 
9 "3 5 


Glu 


Gly 


Cys 


Val 


Hip 

940 


Tyr 


Lys 


Val 


Val 


Lys 
9 45 


Tyr 


Glu 


Arg 


He 


Lys 

950 


Phe 


Leu 


Val 


He 


Ala 

955 


Leu 


Lys 


Ser 


Ser 


Val 
960 


Glu 


Val 


Tyr 


Ala 


Trp 
965 


Ala 


?r o 


Lys 


Pro 


Tyr 

97 0 


His 


Lys 


Phe 


Met 


Ala 

975 


Phe 


Lys 


Ser 


Phe 


c\y 
930 


Glu 


Leu 


Val 


His 


Gly 
9 35 


Ser 


Cys 


Ala 


Gly 


Phe 

99 0 


His 


Ala 


Val 


Asp 


Val 
995 


Asp 


Ser 


Gly 


Ser 


Val 
1000 


Tyr 


Asp 


He 


Tyr 


Leu 
1 0 0 5 


Pro 


Thr 


His 


He 


GLn 
1010 


Cys 


Ser 


He 


Lys 


Pro 
1015 


His 


Ala 


He 


He 


He 
102 0 


Leu 


Pro 


Asn 


Thr 


Asp 
1025 


Gly 


Met 


Glu 


Leu 


Leu 

10 30 


Val 


Cys 


Tyr 


Glu 


Asp 
10 3 5 


Glu 


Gly 


Val 


Tyr 


Val 
1040 


Asn 


Thr 


Tyr 


Gly 


Arg 
1045 


He 


Thr 


Lys 


Asp 


Val 
1050 


Val 


Leu 


Gin 


Trp 


Gly 
1055 


Glu 


Met 


Pro 


Thr 


Ser 
10 60 


Val 


Ala 


Tyr 


He 


Arg 

1065 


Ser 


Asn 


Gin 


Thr 


Met 
1070 


Gly 


Trp 


Gly 


Glu 


Lys 
10 7 5 


Ala 


He 


Glu 


He 


Arg 
10 3 0 


Ser 


Val 


Glu 


Thr 


Gly 
1035 


His 


Leu 


Asp 


Gly 


Val 
1 0 9 0 


Phe 


Met 


His 


Lys 


Arg 

10 9 5 


Ala 


Gin 


Arg 


Leu 


Lys 
1100 


Phe 


Leu 


Cys 


Glu 


Arg 
1105 


Asn 


Asp 


Lys 


Val 


Phe 
1110 


Phe 


Ala 


Ser 


Val 


Arg 
1115 


Ser 


Gly 


Gly 


Ser 


Ser 
1120 


Gin 


Val 


Tyr 


Phe 


Met 
1125 


Thr 


Leu 


Gly 


Arg 


Thr 
1130 


Ser 


Leu 


Leu 


Ser 


Trp 
1135 













<210> 17 

<211> 228 

<:212> PRT 

<213> Homo sapiens 
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<220> 

<221> misc^feature 

<:':::3> Incyte Clone Number: 209854 
<400> 17 

Mor. Pro Thr Asn Cys Ala Ala Ala Gly Cys Ala Thr Thr Tyr Asn 
1 5 10 15 

Lys His lie Asn lie Ser Phe His Arg Phe Pro Leu Asp Pro Lys 

2 0 2 5 3 0 

Arg Arg Lys Glu Trp Val Arg Leu Val Arg Arg Lys Asn Phe Val 

35 40 45 

Pro Gly Lys His Thr Phe Leu Cys Ser Lys His Phe Glu Ala Ser 

5 0 5 5 6 0 
Cys Phe Asp Leu Thr Gly Gin Thr Arg Arg Leu Lys Met Asp Ala 

6 5 7 0 7 5 
Val Pro Thr lie Phe Asp Phe Cys Thr His lie Lys Ser Met Lys 

SO £.5 9 0 

Leu Lys Ser Arg Asn Leu Leu Lys Lys Asn Asn Ser Cys Ser Pro 
9 5 10 0 10 5 

Ala Gly Pro Ser Asn Leu Lys Ser Asn He Ser Ser Gin Gin Val 

110 115 120 

Leu Leu Glu His Ser Tyr Ala Phe Arg Asn Pro Met Glu Ala Lys 

125 13 0 135 

Lys Arg He lie Lys Leu Glu Lys Glu lie Ala Sor Leu Arg Arg 

140 145 150 

Lys Met Lys Thr Cys Leu Gin Lys Glu Arg Arg Ala Thr Arg Arg 

15 5 16 0 16 5 

Trp He Lys Ala Thr Cys Leu Val Lys Asn Leu Glu Ala Asn Ser 

17 0 175 180 
Val Leu Pro Lys Gly Thr Ser Glu His Met Leu Pro Thr Ala Leu 

18 5 1 9 0 19 5 
Ser Ser Leu Pro Leu Glu Asp Phe Lys lie Leu Glu Gin Asp Gin 

2 0 0 2 0 5 210 

Gin Asp Lys Thr Leu Leu Ser Leu Asn Leu Lys Gin Thr Lys Ser 
215 220 225 

Thr Phe lie 



<210> 18 
<2il> 503 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mi sc_f eature 

<223> Incyte Clone Number: 1384286 
<400> 18 

Met Ala Thr Thr Val Thr Cys Thr Arg Phe Thr Asp Glu Tyr Gin 
1 5 10 L5 

Leu Tyr Glu Asp He Gly Lys Gly Ala Phe Ser Val Val Arg Arg 

2 0 2 5 5 0 

Cys Val Lys Leu Cys Thr Gly His Glu Tyr Ala Ala Lys He He 

35 40 45 

Asn Thr Lys Lys Leu Ser Ala Arg Asp His Gin Lys Leu Glu Arg 
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5 0 5 5 6 0 

Glu Ala Arg lie Cys Arg Leu Leu Lys His Ser Asn lie Val Arg 
0 5 7 0 7 5 

Leu His Asp Ser lie Ser Glu Glu Gly Phe His Tyr Leu Val Phe 
3 0 8 5 9 0 

Asp Leu Val Thr Gly Gly Glu Leu Phe Glu Asp lie Val Ala Ai"g 
9 5 1 0 0 10 5 

Glu Tyr Tyr Ser Glu Ala Asp Ala Ser His Cys lie Gin Gin lie 
110 115 1 2 0 

Leu Glu Ala Val Leu His Cys His Gin Met, Gly Val Val His Arg 
12 5 13 0 13 5 

Asp Leu Lys Pro Glu Asn Leu Leu Leu Ala Ser Lys Cys Lys Gly 
140 1-is 150 

Ala Ala Val Lys Leu Ala Asp Phe Gly Leu Ala lie Glu Val Gin 
15 5 1 6 0 1 6 5 

Gly Asp Gin Gin Ala Trp Phe Gly Phe Ala Gly Thr Pro Gly Tyr 

17 0 1/5 180 
Leu Ser Pro Glu Val Leu Arg Lys Glu Ala Tyr Gly Lys Pro Val 

18 5 1 ? 0 19 5 
Asp lie Trp Ala Cys Gly Val lie Leu Tyr lie ^eu Leu Val Gly 

2 00 2<>5 210 

Tyr Pro Pro Phe Trp Asp Glu Asp Gin His Lys Leu Tyr Gin Gin 

215 220 225 

lie Lys Ala Gly Ala Tyr Asp Phe Pro Ser Pro Glu Trp Asp Thr 

230 235 240 

Val Thr Pro Glu Ala Lys Asn Leu lie Asn Gin Met Leu Thr lie 

2 4 5 2 5 0 2 5 5 
Asn Pro Ala Lys Arg lie Thr Ala His Ciu Ala Leu Lys His Pro 

260 205 270 

Trp Val Cys Gin Arg Ser Thr Val Ala Ser Met Met His Arg Gin 

275 230 285 

Glu Thr Val Glu Cys Leu Lys Lys Phe Asn Ala Arg Arg Lys Leu 

290 295 300 

Lys Gly Ala lie Leu Thr Thr Met Leu Ala Thr Arg Asn Phe Ser 

3 0 5 3 10 315 
Ala Ala Lys Ser Leu Leu Asn Lys Lys Ala Asp Gly Val Lys Pro 

3 2 0 3 2 5 3 3 0 

His Thr Asn Ser Thr Lys Asn Ser Ala A La Ala Thr Ser Pro Lys 

3 35 34 0 34 5 

Gly Thr Leu Pro Pro Ala Ala Leu Glu Ser Ser Asp Ser Ala Asn 

3 5 0 3 5 5 3 6 0 

Thr Thr lie Glu Asp Glu Asp Ala Lys Ala Arg Lys Gin Glu lie 

3 6 5 3 7 0 3 7 5 

lie Lys Thr Thr Glu Gin Leu lie Glu Ala Val Asn Asn Gly Asp 

3 3 0 3 3 5 3 9 0 

Phe Glu Ala Tyr A La Lys lie Cys Asp Pro Gly Leu Thr Ser Phe 

3 95 4 00 40 5 
Glu Pro Glu Ala Leu Gly Asn Leu Val Glu Gly Met Asp Phe His 

410 415 420 

Arg Phe Tyr Phe Glu Asn Leu Leu Ala Lys Asn Ser Lys Pro lie 

■\25 4 3 0 4 35 

His Thr Thr lie Leu Asn Pro His Val His Val lie Gly Glu Asp 

44 0 4 4 5 4 50 

Ala Ala Cys lie Ala Tyr lie Arg Leu Thr Gin Tyr lie Asp Gly 

4 5 5 4 6 0 4 6 5 
Gin Gly Arg Pro Arg Thr Ser Gin Ser Glu Glu Thr Arg Val Trp 
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470 475 480 

His Arg Arg Asp Gly Lys Trp Gin Asn Val His Phe His Cys Ser 

435 490 495 

Gly Ala Pro Val Ala Pro Leu Gin 

5 0 0 



<210> 19 
<211> 433 
<212> PRT 

<213> Homo sapiens 

<;:;:o> 

<221> mi sc_ feature 

<223> Incyte Clone Number: 1512556 
<400> 19 

Met Thr Gly Glu Ala Gin Ala Gly Arg Ly s Arg Ser Arg Ala Arg 

15 1C 15 

Pro Glu Gly Thr Glu Pro Val Arg Arg Glu Arg Thr Gin Pro Gly 

2 0 2 5 3 0 
Leu Gly Pro Gly Arg Ala Arg Ala Met Ala Ala Glu Ala Thr Ala 

35 40 45 

Val Ala Gly Ser Gly A^a Val Gly Gly Cys Leu Ala Lys Asp Gly 

5 0 5 5 6 0 
Leu Gin Gin Ser Lys Cys Pro Asp Thr Thr Pro Lys Arg Arg Arg 

6 5 7 0 7 5 
Ala Ser Ser Leu Ser Arg Asp Ala Glu Arg Arg Ala Tyr Gin Trp 

3 0 3 5 9 13 
Cys Arg Glu Tyr Leu Gly Gly Ala Trp Arg Arg Val Gin Pro Glu 

9 5 10 0 10 5 

Glu Leu Arg Val Tyr Pro Val Ser Gly Gly Leu Ser Asn Leu Leu 

110 115 120 

Phe Arg Cys Ser Leu Pro Asp His Leu Pro Ser Val Gly Glu Glu 

12 5 13 0 13 5 
Pro Arg Glu Val Leu Leu Arg Leu Tyr Gly Ala lie Leu Gin Gly 

140 145 150 

Val Asp Ser Leu Val Leu Glu Ser Val Met Phe Ala lie Leu Ala 

155 160 165 

Glu Arg Ser Leu Gly Pro Gin Leu Tyr Gly Val Phe Pro Glu Gly 

17 0 17 5 13 0 

Arg Leu Glu Gin Tyr lie Pro Ser Arg Pro Leu Lys Thr Gin Glu 

13 5 19 0 19 5 
Leu Arg Glu Pro Val Leu Ser Ala Ala tie Ala Thr Lys Met Ala 

200 205 2 10 

Gin Phe His Gly Met Glu Met Pro Phe Thr Lys Glu Pro His Trp 

2 15 2 1 0 2 2 5 

Leu Phe Gly Thr Met Glu Arg Tyr Leu Lys Gin lie Gin Asp Leu 

L"M0 2 35 24 0 

Pro Pro Thr Gly Leu Pro Glu Met Asn Leu Leu Glu Met Tyr Ser 

245 250 255 

Leu Lys Asp Glu Met Gly Asn Leu Arg Lys Leu Leu Glu Ser Thr 

2 6 0 2 6 5 2 7 0 

Pro Ser Pro Val Val Phe Cys His Asn Asp lie Gin Glu Gly Asn 
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275 280 235 

lie Leu Leu Leu Ser Glu Pro Glu Asn Ala Asp Ser Leu Met Leu 

2 9 0 2 9 5 3 0 0 
Val Asp Phe Glu Tyr Ser Ser Tyr Asn Tyr Arg Gly Phe Asp lie 

3 '.'5 310 3 15 

Gly Asn His Phe Cys Glu Trp Val Tyr Asp Tyr Thr His Glu Glu 

3 2 0 3 2 5 3 3 0 
Trp Pro Phe Tyr Lys Ala Arg Pro Thr Asp Tyr Pro Thr Gin Glu 

33 5 3 40 345 

Gin Gin Leu His Phe lie Arg His Tyr Lou Ala Glu Ala Lys Lys 

3 [; . 0 3 .5 5 3 '5 0 

Gly Glu Thr Leu Sor Gin Glu Glu Gin Arg Lys Leu Glu Glu Asp 

3 0 5 3 7 0 3 7 5 

Leu Leu Val Glu Val Ser Arg Tyr Ala Leu Ala Ser His Phe Phe 

3:'.0 385 390 

Trp Gly Leu Trp Ser lie Leu Gin Ala Sor Met Ser Thr lie Glu 

3 r 5 4 ") 0 4 0 5 
Phe Gly Tyr Leu Asp Tyr Ala Gin Ser Arg Phe Gin Phe Tyr Phe 

4L0 41o 42 0 

Gin Gin Lys Gly Gin Leu Thr Ser Val His Ser Ser Ser 

4 2 5 4 ?. 0 



<210> 20 
<211> 527 
<212> PRT 

<213> Homo sapiens 
< 2 2 0 > 

<221> misc_feature 

<223> Incyte Glone Number: 2098635 
<400> 20 

Met Ser Leu Cys Gly Ala Arg Ala Asn Ala Lys Met Met Ala Ala 

1 5 10 15 

Tyr Asn Gly Gly Thr Ser Ala Ala Ala Ala Gly His His His His 

2 0 2 5 3 0 
His His His His Leu Pro His Leu Pro Pro Pro His Leu Leu His 

3 5 4 0 4 5 
His His His Pro Gin His His Leu His Pi"o Gly Ser Ala Ala A:a 

50 55 60 

Val His Pro Val Gin Gin His Thr Ser Ser Ala Ala Ala Ala Ala 

6 5 7 0 7 5 

Ala Ala Ala Ala Ala Ala Ala Ala Met Leu Asn Pro Gly Gin Gin 

3 0 3 5 9 0 

Gin Pro Tyr Phe Pro Ser Pro Ala Pro Gly Gin Ala Pro Gly Pro 

9 5 1 0 0 1 0 5 

Ala Ala Ala Ala Pro Ala Gin Val Gin Ala Ala Ala Ala Ala Tnr 

110 115 L 2 0 



Val Lys Ala His His His Gin His Ser Hi 

12 5 13 

Leu Asp lie Glu Pro Asp Arg Pro He Gl 

14 0 14 
Val Val Trp Ser Val Thr Asp Pro Arg Asp Gly bys Arg Val Ala 

15 5 16 0 1 6 5 
Leu Lys Lys Met Pro Asn Val Phe Gin Asn Leu Val Ser Cys Lys 



His Pro Gin Gin Gin 

1 3 5 

Tyr Gly Ala Phe Gly 
150 
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17 0 










175 










180 


Arg 


vdl 


ir lie 


Arg 


< j ± u 


Leu 


Lys 


Mo t~ 
l v lfcr l_ 


Leu 


Cys 


Phe 


Phe 




His 


.p 










185 










190 










1 0 5 


Asn 


Val 


Leu 


Ser 


A.) a 


Leu 


Asp 


He 


Leu 


Gin 
2 u 5 


Pro 


Pro 


His 


He 


Asp 
2 10 


Tyr 


Irfie 


bill 


\j ± u 


<.! o 

.L e 

.": l 5 


i yr 


v a j- 


vdl 


Tin r~ 
1 III 


V.J ± LI 

22 0 


Leu 


l v ltr U 


Gin 


Ser 


22 5 


Leu 


His 


Lys 


He 


He 

.": 7 o 


Val 


Ser 


Pro 


Gin 


Pro 

2 3 5 


Leu 


Ser 


Ser 


Asp 


H.i s 
240 


Val 


Lys 


Val 


Phe 


Leu 


Tyr 


Gin 


He 


Leu 


Arg 


Gly 


Leu 


Lys 


Tyr 


Leu 










24 5 










250 










"> L C 


His 


Ser 


Ala 


Gly 


He 
2 6 0 


Leu 


His 


Arg 


Asp 


He 

;- t c 


Lys 


Pro 


Gly 


Asn 


Leu 

270 


Leu 


Val 


Asn 


Ser 


Asn 


Cys 


Val 


Leu 


Lys 


He 


Cys 


Asp 


Phe 


Gly 


Leu 










27 5 










2 80 










2 8 5 


Ala 


Arg 


Val 


Glu 


Glu 


Leu 


Asp 


Glu 


Ser 


Arg 


His 


Met 


Thr 


Gin 


Glu 










29 0 










2 0 5 










3 0 0 


Val 


Val 


Thr 


Gin 


Tyr 


Tyr 


Arg 


Ala 


Pro 


Glu 


He 


Leu 


Met 


Gly 


Ser 










3 0 5 










310 










3 15 


Arg 


His 


Tyr 


Ser 


Asn 


Ala 


He 


Asp 


He 


Trp 


Ser 


Val 


Gly 


Cys 


He 










32 0 










325 










3 3 0 


Phe 


Ala 


Glu 


Leu 


Leu 


Gly 


Arg 


Arg 


He 


Leu 


Phe 


Gin 


Ala 


Gin 


Ser 










3 ?. 5 










3 40 










345 


Pro 


He 


Gin 


Gin 


Leu 


Asp 


Leu 


He 


Thr 


Asp 


Leu 


Leu 


Gly 


Thr 


Pro 










3 5 0 










3 5 5 










3 60 


Ser 


Leu 


Glu 


Ala 


Met 


Arg 


Thr 


Ale 


Cys 


Glu 


Gly 


Ala 


Lys 


Ala 


His 










3 0 5 










370 










375 


He 


Leu 


Arg 


Gly 


Pro 


His 


Lys 


Cln 


Pro 


Ser 


Leu 


Pro 


Val 


Leu 


Tyr 










3 8 0 










3 35 










390 


Thr 


Leu 


Ser 


Ser 


Gin 


Ala 


Thr 


His 


Glu 


Ala 


Val 


His 


Leu 


Leu 


Cys 










3 9 5 










4 00 










4 0 5 


Arg 


Met 


Leu 


Val 


Phe 


Asp 


Pro 


Ser 


Lys 


Arg 


He 


Ser 


Ala 


Lys 


Asp 










4 I 0 










415 










4 2 0 


Ala 


Leu 


Ala 


His 


Pro 


Tyr 


Leu 


Asp 


Glu 


Gly 


Arg 


Leu 


Arg 


Tyr 


His 










4 2 5 










430 










4 35 


Thr 


Cys 


Met 


Cys 


Lys 


Cys 


Cys 


Phe 


Ser 


Thr 


Ser 


Thr 


Gly 


Arg 


Val 










44 0 










445 










450 


Tyr 


Thr 


Ser 


Asp 


Phe 


Glu 


Pro 


Val 


Thr 


Asn 


Pro 


Lys 


Phe 


Asp 


Asp 










4 5 5 










460 










465 


Thr 


Phe 


Glu 


Lys 


Asn 


Leu 


Ser 


Ser 


Val 


Arg 


Gin 


Val 


Lys 


Glu 


He 










47 0 










475 










480 


He 


His 


Gin 


Phe 


He 


Leu 


Glu 


Gin 


Gin 


Lys 


Gly 


Asn 


Arg 


Val 


Pro 










4 0 5 










4 9 0 










495 


Leu 


Cys 


He 


Asn 


Pro 


Gin 


Ser 


Ala 


Ala 


Phe 


Lys 


Ser 


Phe 


He 


Ser 










5 0 0 










5 05 










5 10 


Ser 


Thr 


Val 


Ala 


Gin 


Pro 


Ser 


Glu 


Met 


Pro 


Pre 


Ser 


Pro 


Leu 


Val 










515 










520 










525 



Trp Glu 



<210> 21 
<2lH 322 
<212> PRT 

<213> Homo sapiens 
<220> 
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<221> misc_f eature 

<22 3> Incyte Clone Number: 244 6 64 6 
<4 00> 21 

Met.. Glu Gly He Ser Asn Phe Lys Thr Pro Ser Lys Leu Ser Glu 

: 5 10 15 

Lys Lys Lys Ser Val Leu Cys Ser Thr Pro Thr He Asn He Pro 

2 0 2 5 3 0 
Ala Ser Pro Phe Met Gin Lys Leu Gly Phe Gly Thr Gly Val Asn 

3 5 4 0 4 5 
Val Tyr Leu Met Lys Arg Ser Pro Arg Gly Leu Ser His Ser Pro 

50 55 60 

Trp Ala Val Lys Lys He Asn Pre He Cys Asn Asp His Tyr Arg 

6 5 7 0 7 5 

Ser Val Tyr Gin Lys Arg Leu Met Asp Glu Ala Lys He Leu Lys 

8 0 3 5 9 0 
Ser Leu His His Pro Asn He Val Gly Tyr Arg Ala Phe Thr Glu 

9 5 10 0 10 5 
Ala Asn Asp Gly Ser Leu Cys Leu Ala Met Glu Tyr Gly Gly Glu 

110 115 120 

Lys Ser Leu Asn Asp Leu He Glu Glu Arg Tyr Lys Ala Ser Gin 

125 130 135 

Asp Pro Phe Pro Ala Ala He He Leu Lys Val Ala Leu Asn Met 

140 145 150 

Ala Arg Gly Leu Lys Tyr Leu His Gin Glu Lys Lys Leu Leu His 

155 160 165 

Gly Asp He Lys Ser Ser Asn Val Val He Lys Gly Asp Phe Glu 

17 0 17 5 13 0 

Thr He Lys He Cys Asp Val Gly Val Ser Leu Pro Leu Asp Glu 

135 190 195 

Asn Met Thr Val Thr Asp Pro Glu Ala Cys Tyr He Gly Thr Glu 

2 0 0 2 0 5 2 10 

Pro Trp Lys Pro Lys Glu Ala Val Glu Glu Asn Gly Val He Thr 

215 220 225 

Asp Lys Ala Asp He Phe Ala Phe Gly Leu Thr Leu Trp Glu Met 

230 235 240 

Mot Thr Leu Ser He Pro His He Asn Leu Ser Asn Asp Asp Asp 

2 4 5 2 5 0 2 5 5 

Asp Glu Asp Lys Thr Phe Asp Glu Ser Asp Phe Asp Asp Glu Ala 

260 2 65 270 

Tyr Tyr Ala Ala Leu Gly Thr Arg Pro Pro He Asn Met Glu Glu 

2 7 5 2 3 0 2 3 5 
Leu Asp Glu Ser Tyr Gin Lys Val He Glu Leu Phe Ser Val Cys 

290 29 5 300 

Thr Asn Glu Asp Pro Lys Asp Arg Pro Ser Ala Ala His He Val 

3 05 310 315 
Glu Ala Leu Glu Thr Asp Val 



320 



<210> 



22 



802 



PRT 



<2l3> Homo sapiens 



<.:.:;•> 



<221> misc_feature 
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<223> Incyte Clone Number: 2754911 
<400> 22 

Met Glu Glu Glu Gly Gly Ser Ser Gly Gly Ala Ala Gly Thr Ser 

15 10 15 

Ala Asp Gly Gly Asp Gly Gly Glu Gin Lou Leu Thr Val Lys His 

2 0 2 5 3 0 
Glu Leu Arg Thr Ala Asn Leu Thr Gly His Ala Glu Lys Val Gly 

3 5 4 0 4 5 
lie Glu Asn Phe Glu Leu Leu Lys Val Leu Gly Thr Gly Ala Tyr 

5 0 5 5 6 0 
Gly Lys Val Phe Leu Val Arg Lys lie Ser Gly His Asp Thr Gly 

6 5 7 0 7 5 
Lys Leu Tyr Ala Men Lys Val Leu Lys Lys Ala Thr lie Val Gin 

3 0 8 5 9 0 

Lys Ala Lys Thr Thr Glu His Thr Arg Thr Glu Arg Gin Val Leu 

9 5 HO 105 

Glu His lie Arg Gin Ser Pro Phe Leu Val Thr Leu His Tyr Ala 

110 i 1 J 12 0 

Phe Gin Thr Glu Thr Lys Leu His Leu He Leu Asp Tyr He Asn 

12 5 1 3 0 13 5 
Gly Gly Glu Leu Phe Thr His Leu Ser Gin Arg Glu Arg Phe Thr 

L40 l-,5 150 

Glu His Glu Val Gin lie Tyr Val Gly G^u He Val Leu Ala Leu 

155 HO 165 

Glu His Leu His Lys Leu Gly lie He 7.y:~ Arg Asp He Lys Leu 

17 0 1.5 130 

Glu Asn He Leu Leu Asp Ser Asn Gly His Val Val Leu Thr Asp 

13 5 19 0 19 5 
Phe Gly Leu Ser Lys Glu Phe Val Ala Asp Glu Thr Glu Arg Ala 

2 0 0 2 0 5 2 1 0 

Tyr Ser Phe Cys Gly Thr He Glu Tyr Met Ala Pro Asp He Val 

2 15 2 2 0 2 2 5 

Arg Gly Gly Asp Ser Gly His Asp Lys Ala Val Asp Trp Trp Ser 

230 235 240 

Leu Gly Val Leu Met Tyr Glu Leu Leu Thr Gly Ala. Ser Pro Phe 

2 4 5 2 5 0 2 5 5 

Thr Val Asp Gly Glu Lys Asn Ser Gin Ala Glu He Ser Arg Arg 

2 6 0 2 6 5 2 7 0 

He Leu Lys Ser Glu Pro Pro Tyr Pro Gin Glu Met Ser Ala Leu 

275 230 235 

Ala Lys Asp Leu He Gin Arg Leu Leu Met Lys Asp Pro Lys Lys 

2 9 0 2 9 5 3 0 0 
Arg Leu Gly Cys Gly Pro Arg Asp Ala Asp Glu He Lys Glu His 

3 0 5 3 1 0 3 1 5 
Leu Phe Phe Gin Lys He Asn Trp Asp Asp Leu Ala Ala Lys Lys 

320 325 330 

Val Pro Ala Pro Phe Lys Pro Val He Arg Asp Glu Leu Asp Val 

335 340 345 

Ser Asn Phe Ala Glu Glu Phe Thr Glu Met Asp Pro Thr Tyr Ser 

$50 ""-.5 3 60 

Pro Ala Ala Leu Pro Gin Ser Ser Glu Lys Leu Phe Gin Gly Tyr 

3 6 5 'V0 H 5 

Ser Phe Val Ala Pro Ser He Leu Phe Lys Arg Asn Ala Ala VH 

3 8 0 ? o 5 3 y 0 

He Asp Pro Leu Gin Phe His Met Gly Val Glu Arg Pro Gly Val 
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PCT 





3 0 5 



400 



405 



Thr Asn Val Ala Arg Ser Ala Met Met Lys Asp Ser Pro Phe Tyr 
4 10 415 4 2 0 

Gin His Tyr Asp Leu Asp Leu Lys Asp Lys Pro Leu Gly Glu Gly 
425 430 4 .'-5 

Ser Phe Ser lie Cys Arg Lys Cys Val His Lys Lys Ser Asn Gin 
440 445 450 

Ala Phe Ala Val Lys lie He Ser Lys Arg Met Glu Ala Asn Thr 

4 5 5 4 0 0 4 6 5 
Gin Lys Glu He Thr Ala Leu Glu Leu Cys Glu Gly His Pro Asn 

470 475 430 

He Val Lys Leu His Glu Val Phe His Asp Gin Leu His Thr Phe 

435 400 4*5 

Leu Val Met Glu Leu Leu Asn Gly Gly Glu Leu Phe Glu Arg Lie 

5 0 0 5 0 5 5 L 0 
Lys Lys Lys Lys His Phe Ser Glu Thr Glu Ala Ser Tyr lie Mot 

5 15 52 0 5:: 5 

Arg Lys Leu Val Ser Ala Val Ser His Met His Asp Val Gly Val 

530 535 540 

Val His Arg Asp Leu Lys Pro Glu Asn Leu Leu Phe Thr Asp Glu 

545 550 555 

Asn Asp Asn Leu Glu He Lys He He Asp Phe Gly Phe Ala Arg 

5 6 0 5 6 5 5 V 0 

Leu Lys Pro Pro Asp Asn Gin Pro Leu Lys Thr Pro Cys Phe Thr 

575 560 585 

Leu His Tyr Ala Ala Pre Glu Leu Leu Asn Gin Asn Gly Tyr Asp 

5 9 0 5^5 6 0 0 
Glu Ser Cys Asp Leu Trp Ser Leu Gly Val He Leu Tyr Thr Met 

6 0 5 610 615 
Leu Ser Gly Gin Val Pro Phe Gin Ser His Asp Arg Ser Leu Thr 

620 625 630 

Cys Thr Ser Ala Val Glu He Met Lys Lys He Lys Lys Gly Asp 

6 3 5. 6 4 0 6 4 5 

Phe Ser Phe Glu Gly Glu Ala Trp Lys Asn Val Ser Gin Glu Ala 

6 5 0 6 5 5 6 6 0 

Lys Asp Leu lie Gin Gly Leu Leu Thr Val Asp Pro Asn Lys Arg 

665 670 675 

Leu Lys Met Ser Gly Leu Arg Tyr Asn Glu Trp Leu Gin Asp Gly 

6 30 6 35 60 0 
Ser Gin Leu Ser Ser Asn Pro Leu Met Thr Pro Asp He Leu Gly 

695 700 705 

Ser Ser Gly Ala Ala Val His Thr Cys Val Lys Ala Thr Phe His 

7 10 7 15 7 0 
Ala Phe Asn Lys Tyr Lys Arg Glu Gly Phe Cys Leu Gin Asn Val 

7 2 5 7 3 0 7 3 5 

Asp Lys Ala Pro Leu Ala Lys Arg Arg Lys Met Lys Lys Thr Ser 

740 745 750 

Thr Ser Thr Glu Thr Arg Ser Ser Ser Ser Glu Ser Ser His Ser 

7 5 5 7 6 0 7 6 5 

Ser Ser Ser His Ser His Gly Lys Thr Thr Pro Thr Lys Thr Leu 

7 70 77 5 730 

Gin Pro Ser Asn Pro Ala Asp Ser Asn Asn Pro Glu Thr Leu Phe 

7 3 5 7 0 0 7 0 5 

Gin Phe Ser Asp Ser Val Ala 



3 0 0 
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<210> 23 
<2ll> 641 
<::i2> PRT 

<213> Homo sapiens 
<220> 

<221> mi sc_f eature 

<223> Incyte Clone Number: 3013946 
<400> 23 

Met Ala Thr Thr Val Thr Cys Thr Arg Phe Thr Asp Glu Tyr Gin 

15 10 15 

Leu Tyr Glu Asp lie Giy Lys Gly Ala Plie Ser Val Val Arg Arg 

2 0 2 5 3 0 
Cys Val Lys Leu Cys Thr Gly His Glu Tyr Ala Ala Lys lie lie 

3 5 4 0 4 5 
Asn Thr Lys Lys Leu Ser Ala Arg Asp Hi s Gin Lys Leu Glu Arg 

5 0 55 6 0 
Glu Ala Arg lie Cys Arg Leu Leu Lys His Ser Asn lie Val Arg 

6 5 7 0 7 5 
Leu His Asp Ser lie Ser Glu Glu Gly Phe His Tyr Leu Val Phe 

80 85 90 

Asp Leu Val Thr Gly Gly Glu Leu Phe Glu Asp lie Val Ala Arg 

9 5 1 ("> 0 10 5 

Glu Tyr Tyr Ser Glu Ala Asp Ala Ser His Cys lie Gin Gin lie 

110 1 1 5 1 2 0 

Leu Glu Ala Val Leu His Cys His Gin Mer. Gly Val Val His Arg 

125 130 135 

Asp Leu Lys Pro Glu Asn Leu Leu Leu Ala Ser Lys Cys Lys Giy 

140 145 150 

Ala Ala Val Lys Leu Ala Asp Phe Gly Leu Ala lie Glu Val Gin 

155 160 165 

Gly Asp Gin Gin Ala Trp Phe Gly Phe Ala Gly Thr Pro Gly Tyr 

170 175 130 

Leu Ser Pro Glu Val Leu Arg Lys Glu Ala Tyr Gly Lys Pro Val 

135 190 195 

Asp lie Trp Ala Cys Gly Val lie Leu Tyr lie Leu Leu Val Gly 

2 0 0 2 0 5 210 

Tyr Pro Pro Phe Trp Asp Glu Asp Gin His Lys Leu Tyr Gin Gin 

215 220 225 

lie Lys Ala Gly Ala Tyr Asp Phe Pro Ser Pro Glu Trp Asp Thr 

230 235 240 

Val Thr Pro Glu Ala Lys Asn Leu lie Asn Gin Met Leu Thr lie 

245 250 255 

Asn Pro Ala Lys Arg lie Thr Ala His Glu Ala Leu Lys His Pro 

2 60 265 270 

Trp Val Cys Gin Arg Ser Thr Val Ala Ser Met Met His Arg Gin 

2 7 5 2 3 0 2 3 5 

Glu Thr Val Glu Cys Leu Lys Lys Phe Asn Ala Arg Arg Lys Lsu 

2 9 0 2 9 5 I 0 0 
Lys Gly Ala lie L»;u Thr Thr Met Leu Ala Thr Arg Asn Phe Ser 

3 0 5 3 L 0 1 5 
Ala Lys Ser Leu L*;u Asn Lys Lys Ala Asp Gly Val Lys Pro Gin 

3 2 0 3 2 5 . ■ 3 0 

Thr Asn Ser Thr Lys Asn Ser Ala Ala Ala Thr Ser Pro Lys Gly 

335 340 5 -45 
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PF-0 5 65 PCT 



Thr Leu Pro Pro Ala Ala Leu Glu Pro Gin Thr Thr Val lie His 

3 5 0 355 360 

Asn Pro Val Asp Gly lie Lys Glu Ser Ser Asp Ser Ala Asn Thr 

3*5 370 375 

Thr lie Glu Asp Glu Asp Ala Lys Ala Pro Arg Val Pro Asp lie 

3o0 385 390 

Leu Ser Ser Val Arg Arg Gly Ser Gly Ala Pro Glu Ala Glu Gly 

3 9 5 400 4 0 5 

Pro Leu Pro Cys Pro Ser Pro Ala Pro Phe Gly Pro Leu Pro Ala 

410 415 420 

Pro Ser Pro Arg lie Ser Asp lie Leu Asn Ser Val Arg Arg Gly 

425 430 435 

Ser Gly Thr Pro Glu Ala Glu Gly Pro Leu Ser Ala Gly Pro Pro 

440 4^5 450 

Pro Cys Leu Ser Pro Ala Leu Leu Gly Pro Leu Ser Ser Pro Ser 

455 46 0 4 65 

Pro Arg lie Ser Asp lie Leu Asn Ser Val Arg Arg Gly Ser Gly 

470 475 480 

Thr Pro Glu Ala Lys Gly Pro Ser Pro Vc.l. Gly Pro Pro Pro Cys 

485 490 495 

Pro Ser Pro Thr lie Pro Gly Pro Leu Pro Thr Pro Ser Arg Lys 

5 0 0 5 0 5 510 

Gin Glu lie He Lys Thr Thr Giu Gin Leu He Glu Ala Val Asn 

515 530 525 

Asn Gly Asp Phe Glu Ala Tyr Ala Lys lie Cys Asp Pro Gly Leu 

530 535 540 

Thr Ser Phe Glu Pro Glu Ala Leu Gly Asn Leu Val Glu Gly Met 

545 550 555 

Asp Phe His Arg Phe Tyr Phe Giu Asn Leu leu Ala Lys Asn Ser 

560 565 570 

Lys Pro He His Thr Thr lie Leu Asn Pro His Val His Val He 

575 530 535 

Gly Glu Asp Ala Ala Cys He Ala Tyr He Arg Leu Thr Gin Tyr 

590 595 600 

He Asp Gly Gin Gly Arg Pro Arg Thr Ser Gin Ser Glu Glu Thr 

605 610 615 

Arg Val Trp His Arg Arg Asp Gly Lys Trp Gin Asn Val His Phe 

620 625 630 

His Cys Ser Gly Ala Pro Val Ala Pro Leu Gin 

635 640 

<210> 24 
<2 11> 583 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<2 23> Incyte Clone Number: 06796 7 
<40 0 > ..4 

Met Gly Gly Thr Ala Arg Gly Pro Gly Arg Lys Asp Ala Gly Pro 

1 5 10 15 

Pro Gly Ala Gly Leu Pro Pro Gin Gin Arg Arg Leu Gly Asp Gly 

20 25 30 

Val Tyr Asp Thr Phe Met Met He Asp Glu Thr Lys Cys Pro Pro 
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35 



4 0 



4 5 



Cys Ser Asn Val Leu Cys Asn Pro Ser Glu Pro Pro Ser Pro Arg 

5 0 5 5 6 0 
Arg Leu Asn Met Thr Thr Glu Gin Phe Thr Gly Asp His Thr Gin 

6 5 7 0 7 5 
His Phe Leu Asp Gly Gly Glu Met Lys Val Glu Gin Leu Phe Gin 

3 0 3 5 9 0 

Glu Phe Gly Asn Arg Lys Ser Asn Thr lie Gin Ser Asp Gly lie 

9 5 L 0 0 1 0 5 

Ser Asp Ser Glu Lys Cys Ser Pro Thr Val Ser Gin Gly Lys Ser 

110 115 12 0 

Ser Asp Cys Leu Asn Thr Val Lys Ser Asn Ser Ser Ser Lys Ala 

1 :: 5 1 3 0 13 5 

Pro Lys Val Val Pro Leu Thr Pro Glu Gin Ala Leu Lys Gin Tyr 

140 145 150 

Lys His His Leu Thr Ala Tyr Glu Lys Leu Glu lie lie Asn Tyr 

15 5 1 6 0 16 5 

Pro Glu lie Tyr Phe Val Gly Pro Asn Ala Lys Lys Arg His Gly 

170 175 ISO 

Val lie Gly Gly Pro Asn Asn Gly Gly Tyr Asp Asp Ala Asp Gly 

13 5 19 0 19 5 

Ala Tyr lie His Val Pro Arg Asp His Leu Ala Tyr Arg Tyr Glu 

2 0 0 2 0 5 210 

Val Leu Lys lie lie Gly Lys Gly Ser Phe Gly Gin Val Ala Arg 

215 2 2 0 2 2 5 

Val Tyr Asp His Lys Leu Arg Gin Tyr Val Ala Leu Lys Met Val 

2 3 0 2 3 5 2 4 0 

Arg Asn Glu Lys Arg Phe His Arg Gin Ala Ala Glu Glu lie Arg 

245 250 255 

lie Leu Glu His Leu Lys Lys Gin Asp Lys Thr Gly Ser Met Asn 

260 265 270 

Val lie His Met Leu Glu Ser Phe Thr Phe Arg Asn His Val Cys 

2 7 5 2 3 0 2 3 5 

Met Ala Phe Glu Leu Leu Ser lie Asp Leu Tyr Glu Leu lie Lys 

2 9 0 2 9 5 3 0 0 
Lys Asn Lys Phe Gin Gly Phe Ser Val Gin Leu Val Arg Lys Phe 

3 0 5 3 10 315 
Ala Gin Ser lie Leu Gin Ser Leu Asp Ala Leu His Lys Asn Lys 

3 2 0 3 2 5 3 3 0 

lie lie His Cys Asp Leu Lys Pro Glu Asn lie Leu Leu Lys His 

3 3 5 3 4 0 3 4 5 

His Gly Arg Ser Ser Thr Lys Val lie Asp Phe Gly Ser Ser Cys 

3 5 0 3 5 5 3 6 0 

Phe Glu Tyr Gin Lys Leu Tyr Thr Tyr lie Gin Ser Arg Phe Tyr 

3 6 5 3 7 0 3 7 5 

Arg Ala Pro Glu lie Tie Leu Gly Ser Arg Tyr Ser Thr Pro lie 

3 3 0 3 3 5 3 9 0 
Asp lie Trp Ser Phe Gly Cys lie Leu Ala Glu Leu Leu Thr Gly 

39 5 4 00 4 05 

Gin Pro Leu Phe Pro Gly Glu Asp Glu Gly Asp Gin Leu Ala Cys 

410 4 15 420 

Met Met Glu Leu Leu Gly Met Pro Pro Pro Lys Leu Leu Glu Gin 

4 2 5 4 5 0 4 3 5 
Ser Lys Arg Ala Lys Tyr Phe lie Asn Ser Lys Gly lie Pro Arg 

44 0 44 5 450 

Tyr Cys Ser Val Thr Thr Gin Ala Asp Gly Arg Val Val Leu Val 
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455 4 6 0 465 

Gly Gly Arg Ser Arg Arg Gly Lys Lys Arg Gly Pro Pro Gly Ser 

470 475 480 

Lys Asp Trp Gly Thr Ala Leu Lys Gly Cys Asp Asp Tyr Leu Phe 

485 4'.>0 495 

lie Glu Phe Leu Lys Arg Cys Leu His Trp Asp Pro Ser Ala Arg 

5 0 0 5 0 5 510 

Lou Thr Pro Ala Gin Ala Leu Arg His Pro Trp lie Ser Lys Ser 

515 520 525 

Val Pro Arg Pro Leu Thr Thr lie Asp Lys Val Ser Gly Lys Arg 

530 535 540 

Val Val Asn Pro Ala Ser Ala Phe Gin Gly Leu Gly Ser Lys Leu 

545 550 555 

Pro Pro Val Val Gly lie Ala Asn Lys Leu Lys Ala Asn Leu Met 

5 6 0 5 6 5 5 7 0 

Ser Glu Thr Asn Gly Ser lie Pro Leu Cys Ser Val Leu Pro Lys 

57 5 58 0 58 5 

Leu lie Ser 



<210> 25 
<211> 389 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mi sc„_f eature 

<223> Incyte Clone Number: 346275 
<4 0 0> 2 5 

Met Ser Asp Val Cys Ser Ser Gin Arg Ala Glu His Glu His Leu 

1 5 10 15 

Pro Gly Leu Val Pro Pro Pro Ser Gly Met Gly Val Arg Lys Gly 

2 0 2 5 3 0 
Ser Ser Pro Leu Lys Ser His Pro Cys Arg Glu Lys Ser Val Ser 

3 5 4 0 4 5 
Asn Arg Arg Ser Gly Lys Thr lie Val Arg Ser Ala Val Glu Glu 

50 55 60 

Val Arg Thr Ala Gly Leu Phe Arg Ser Gly Phe Ser Glu Glu Lys 

6 5 7 0 7 5 

Ala Thr Gly Lys Leu Phe Ala Val Lys Cys lie Pro Lys Lys Ala 

3 0 3 5 9 0 

Leu Lys Gly Lys Glu Ser Ser lie Glu Asn Glu lie Ala Val Leu 

9 5 10 0 1 0 5 

Arg Lys lie Lys His Glu Asn lie Val Ala Leu Glu Asp lie Tyr 

110 115 120 

Glu Ser Pro Asn His Leu Tyr Leu Val Met Gin Leu Val Ser Gly 

125 130 135 

Gly Glu Leu Phe Asp Arg lie Val Glu Lys Gly Phe Tyr Thr Glu 

140 145 150 

Lys Asp Ala Ser Thr Leu lie Arg Gin Val Leu Asp Ala Val Tyr 

15 5 1 6 0 1 6 5 

Tyr Leu His Arg Met Gly lie Val His Arg Asp Leu Lys Pro Glu 

17 0 1/5 1 0 

Asn Leu Leu Tyr Tyr Ser Gin Asp Glu Glu Ser Lys lie Met I Le 

13 5 1 9 0 1 y 5 
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Ser Asp Phe Gly Leu Ser Lys Met Glu Gly Lys Gly Asp Val Met 

2 0 0 205 210 

Ser Thr Ala Cys Gly Thr Pro Gly Tyr Val Ala Pro Glu Val Leu 

2 15 220 225 

Ala Gin Lys Pro Tyr Ser Lys Ala Val Asp Cys Trp Ser lie Gly 

23 0 22 5 24 0 

Val lie Ala Tyr lie Leu Leu Cys Gly Tyr Pro Pro Phe Tyr Asp 

245 250 255 

Glu Asn Asp Ser Lys Leu Phe Glu Gin He Leu Lys Ala Glu Tyr 

2 0 0 2 6 5 2 7 0 

Glu Phe Asp Ser Pro Tyr Trp Asp Asp He Ser Asp Ser Ala Lys 

275 280 235 

Asp Phe He Arg Asn Leu Met Glu Lys Asp Pro Asn Lys Arg Tyr 

2 0 0 2 9 5 3 0 0 
Thr Cys Glu Gin Ala Ala Arg His Pro Trp He Ala Gly Asp Thr 

3 'J 5 3 i 0 3 1 5 
Ala Leu Asn Lys Asn He His Glu Ser Val Ser Ala Gin He Arg 

3 2 0 3 2 5 3 3 0 

Lys Asn Phe Ala Lys Ser Lys Trp Arg G J n Ala Phe Asn Ala Thr 

3 3 5 3 4 0 3 4 5 

Ala Val Val Arg His Me: Arg Lys Leu His Leu Gly Ser Ser Leu 

350 355 360 

Asp Ser Ser Asn Ala Ser Val Ser Ser Ser Leu Ser Leu Ala Ser 

3 65 37 0 375 

Gin Lys Asp Cys Ala Tyr Val Ala Lys Pro Glu Ser Leu Ser 

380 385 



<210> 26 
<211> 343 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mi sc._f eature 

<223> Incyte Clone Number: 283746 
<400> 26 

Mot He Gly Glu Glu Ala Met He Asn Tyr Glu Asn Phe Leu Lys 

1 5 10 15 

Val Gly Glu Lys Ala Gly Ala Lys Cys Lys Gin Phe Phe Thr Ala 

20 25 30 

Lys Val Phe Ala Lys Leu Leu His Thr Asp Ser Tyr Gly Arg He 

3 5 4 0 4 5 

Ser He Met Gin Phe Phe Asn Tyr Val Met Arg Lys Val Tro Leu 

5 0 5 5 6 0 
His Gin Thr Arg He Gly Leu Ser Leu Tyr Asp Val Ala Gly Gin 

6 5 7 0 7 5 
Gly Tyr Leu Arg Glu Ser Asp Leu Glu Asn Tyr He Leu Glu Leu 

3 0 3 5 v 0 

He Pro Thr Leu Pro Gin Leu Asp GLy Leu Glu Lys Ser Phe Tyr 

0 5 100 L j 5 

Ser Phe Tyr Val Cys Thr Ala Val Arg Lys Phe Phe Phe Phe Leu 

110 lie. 12 0 

Asp Pro Leu Arg Thr Gly Lys He Lys He Gin Asp He Leu Ala 

125 130 135 
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Cys Ser Phe Leu Asp Asp Leu Leu Glu Leu Arg Asp Glu Glu Leu 

140 1-15 i c :o 

Ser Lys Glu Ser Gin Glu Thr Asn Trp Phe Ser Ala Pro Ser Ala 

155 1-0 IK- 5 

Leu Arg Val Tyr Gly Gin Tyr Leu Asn Leu Asp Lys Asp His Asn 

17 0 17 5 180 

Gly Met Leu Ser Lys Glu Glu Leu Ser Arg Tyr Gly Thr Ala Thr 

1 5 5 10 0 10 5 

Met Thr Asn Val Phe Leu Asp Arg Val Phe Gin Glu Cys Leu Thr 

2 0 0 2 0 5 21 0 

Tyr Asp Gly Glu Met Asp Tyr Lys Thr Tyr Leu Asp Phe Val Leu 

2 15 2 20 2 25 

Ala Leu Glu Asn Arg Lys Glu Pro Ala Ala Leu Gin Tyr lie Phe 

2 10 2 15 ::4 0 

Lys Leu Leu Asp lie Glu Asn Lys Gly Tyr Leu Asn Val Phe Ser 

::45 J 50 2 55 

Leu Asn Tyr Phe Phe Arg Ala 13. e Gin Glu Leu Met Lys lie His 

250 2 5 5 2 7 0 

Gly Gin Asp Pro Val Ser Phe Gin Asp Val Lys Asp Glu lie Phe 

215 230 235 

Asp Met Val Lys D ro Lys Asp Pro Leu Lys lie Ser Leu Gin Asp 

2 9 0 2? 5 3 0 0 
Leu lie Asn Ser Asn Gin Gly Asp Thr Val Thr Thr lie Leu Lie 

3 0 5 3 10 3 1 5 
Asp Leu Asn Gly Phe Trp Thr Tyr Glu Asn Arg Glu Ala Leu Val 

A 20 3 25 3 3 0 

Ala Asn Asp Ser Glu Asn Ser Ala Asp Leu Asp Asp Thr 
3 3 5 3 4 0 



<210> 27 

<211> 184 

< 2 1 2 > PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte Clone Number: 2696537 
<400> 27 

Met Gly Asn Gly Met Asn Lys lie Leu Pro Gly Leu Tyr lie Gly 

1 5 10 lr. 

Asn Phe Lys Asp Ala Arg Asp Ala Glu Gin Leu Ser Lys Asn Lys 

20 25 30 

Val Thr His lie Leu Ser Val His Asp Ser Ala Arg Pro Met Leu 

15 40 45 

Glu Gly Val Lys Tyr Leu Cys lie Pro Ala Ala Asp Ser Pro Ser 

5 0 5 5 n 0 

Gin Asn Leu Thr Arg His Phe Lys Glu Ser lie Lys Phe lie His 

0 5 7 0 " 7 5 

Glu Cys Arg Leu Ara Gly Glu Ser Cys Leu Val Hxs Cys Leu Ala 

8 J 5 0 0 
Gly Val Ser Arg Ser Val Thr Leu Val lie Ala Tyr lie Met Thr 

9 5 1,'0 10 5 
Val Thr Asp Phe Gly Trp Glu Asp Ala Leu His Thr Val Arg Ala 

110 115 120 
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Gly Arg Ser Cys Ala Asn Pro Asn Val Gly Phe Gin Arg Gin Leu 

125 13 0 135 

Gin Glu Phe GLu Lys His Glu Val His Gin Tyr Arg Gin Trp Leu 

140 145 150 

Lys Glu Glu Tyr Gly Glu Ser Pro Leu Gin Asp Ala Glu Glu Ala 

1 5 5 1 6 0 16 5 

Lys Asn lie Leu Ala Ala Pro Gly lie Leu Lys Phe Trp Ala Phe 

17 0 175 18 0 

Leu Arg Arg Leu 



< 2 1 0 > 2 9 
<2il> 118 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mi sc_f eature 

<22 3> Incyte Clone Number: 6192 92 
<400> 2 9 

Met; Gly Leu lie Asp Gly Met His Thr His Leu Gly Ala Pro Gly 

1 5 10 15 

Leu Tyr lie Gin Thr Leu Leu Pro Gly Ser Pro Ala Ala Ala Asp 

2 0 2 5 3 0 
Gly Arg Leu Ser Leu Gly Asp Arg lie Leu Glu Val Asn Gly Ser 

3 5 4 0 4 5 
Ser Leu Leu Gly Lou Gly Tyr Leu Arg Ala Val Asp Leu lie Arg 

5 0 5 5 6 0 
His Gly Gly Lys Lys Met. Arg Phe Leu Val Ala Lys Ser Asp Val 

6 5 1 0 7 5 
Gly Lys Gin Pro Arg Arg Ser lie Ser Ala Arg Pro Leu Ser Arg 

8 0 3 5 9 0 
Gly Ala Ala Arg Thr Pro Pro Gin Ala Arg His Pro Val Pro Pro 

9 5 1 0 0 1 0 5 
Gly Asp Thr Gly Leu Pro Pro Ala Phe Val. Pro Val Leu 

110 115 



<210> 30 
<211> 356 
<2 12> PRT 

<213> Homo sapiens 
<220> 

<2 21> misc_feature 

<223> Incyte Clone Number: 2 054 04 9 
<400> 30 

Met Val Gly Val Ser Gly Lys Arg Ser Lys Glu Asp Glu Lys Tyr 
1 5 1j L5 

Leu Gin Ala lie Met Asp Ser Asn Ala Gin Ser His Lys lie Phe 

2 0 2 5 3 0 
lie Phe Asp Ala Arg Pro Ser Val Asn A. a Val Ala Asn Lys Ala 

3 5 4 1) 4 5 
Lys Gly Gly Gly Tyr Glu Ser Glu Asp Ala Tyr Gin Asn Ala Glu 
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50 



55 



60 



Leu Val Phe Leu Asp lie His Asn lie His Val Met Arg Glu Ser 

6 5 7 0 7 5 

Leu Arg Lys Leu Lys Glu lie Val Tyr Pro Asn He Glu Glu Thr 

8 0 8 5 9 0 
His Trp Leu Ser Asn Leu Glu Ser Thr His Trp Leu Glu His He 

9 5 10 0 1 0 5 
Lys Leu He Leu Ala Gly Ala Leu Arg He Ala Asp Lys Val Glu 

110 115 120 

Ser Gly Lys Thr Ser Val Val Val His Cys Ser Asp Gly Trp Asp 

12 5 13 0 13 5 

Arg Thr Ala Gin Leu Thr Ser Leu Ala Met Leu Met Leu Asp Gly 

140 145 150 

Tyr Tyr Arg Thr "He Arg Gly Phe Glu Val Leu Val Glu Lys Glu 

15 5 L 60 16 5 

Trp Leu Ser Phe Gly His Arg Phe Gin Leu Arg Val Gly His Gly 

1 7 0 17 5 13 0 

Asp Lys Asn His Ala Asp Ala Asp Arg Ser Pro Val Phe Leu Gin 

18 5 1 9 0 19 5 

Phe He Asp Cys Val Trp Gin Met Thr Arg Gin Phe Pro Thr Ala 

2 0 0 2 0 5 210 

Plie Glu Phe Asn Glu Tyr Phe Leu He Thr He Leu Asp His Leu 

215 J20 225 

Tyr Ser Cys Leu Phe Gly Thr Phe Leu Cys Asn Ser Glu Gin Gin 

230 2 35 240 

Arg Gly Lys Glu Asn Leu Pro Lys Arg Thr Val Ser Leu Trp Ser 

245 250 255 

Tyr He Asn Ser Gin Leu Glu Asp Phe Thr Asn Pro Leu Tyr Gly 

2 6 0 2 6 5 2 7 0 

Ser Tyr Ser Asn His Val Leu Tyr Pro Val Ala Ser Met Arg His 

275 230 235 

Leu Glu Leu Trp Val Gly Tyr Tyr lie Arg Trp Asn Pro Arg Met 

2 9 0 2 9 5 3 0 0 
Lys Pro Gin Glu Pro He His Asn Arg Tyr Lys Glu Leu Leu Ala 

3 05 310 315 
Lys Arg Ala Glu Leu Gin Lys Lys Val Glu Glu Leu Gin Arg Glu 

32 0 3 25 330 
He Ser Asn Arg Ser Thr Ser Ser Ser Glu Arg Ala Ser Ser Pro 

33 5 340 345 
Ala Gin Cys Val Thr Pro Val Gin Thr Val Val 



<210> 31 
<211> 453 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mi sc_f eature 

<223> Incyte Clone Number: 234391) 
<4 0 0> 31 

Met Ala Gly Ala Gly Gly Phe Gly Cys Pro Ala Gly Gly Asn Asp 
1 5 10 15 

Phe Gin Trp Cys Phe Ser Gin Val Lys Gly Ala He Asp Glu Asp 



350 



355 
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2 0 2 5 3 0 
Val Ala Glu Ala Asp lie lie Ser Thr Val Glu Phe Asn Tyr Ser 

3 5 4 0 4 5 
Gly Asp Leu Leu Ala Thr Gly Asp Lys Gly Gly Arg Val Val lie 

5 0 5 5 6 0 
Phe Gin Arg Glu Gin Glu Asn Lys Ser Arg Pro His Ser Arg Gly 

6 5 7 0 7 5 
Glu Tyr Asn Val Tyr Ser Thr Phe Gin Ser His Glu Pro Glu Phe 

3 0 3 5 9 0 

Asp Tyr Leu Lys Ser Leu Glu lie Glu Glu Lys lie Asn Lys lie 

9 5 1 '"J 0 1 0 5 

Arg Trp Leu Pro Gin Gin Asn Ala Ala His Phe Leu Leu Ser Thr 

110 115 120 

Asn Asp Lys Thr lie Lys Leu Trp Lys lie Ser Glu Arg Asp Lys 

1 3 5 1 3 0 1 3 5 
Arg Ala Glu Gly Tyr Asn Leu Lys Asp Glu Asp Gly Arg Leu Arg 

140 145 15 0 

Asp Pro Phe Arc lie Thr Ala Leu Arg Val Pro lie Leu Lys Pro 

1^5 160 165 

Met Asp Leu Met Val Glu Ala Ser Pro Arg Arg lie Phe Ala Asn 

17 0 17 5 13 0 
Ala His Thr Tyr His lie Asn Ser lie Ser Val Asn Ser Asp His 

18 5 1 9 0 10 5 
Glu Thr Tyr Leu Ser Ala Asp Asp Leu Arg lie Asn Leu Trp His 

20 0 2 05 210 
Leu Glu lie Thr Asp Arg Ser Phe Asn lie Val Asp lie Lys Pro 

21 5 22'J 225 
Ala Asn Met Glu Glu Leu Thr Glu Val lie Thr Ala Ala Glu Phe 

2 3 0 2 3 5 2 4 0 
His Pro His Gin Cys Asn Val Phe Val Tyr Ser Ser Ser Lys Gly 

245 250 255 

Thr lie Arg Leu Cys Asp Met Arg Ser Sor Ala Leu Cys Asp Arg 

2 6 0 2 6 5 2 7 0 

His Ser Lys Phe Phe Glu Glu Pro Glu Asp Pro Ser Ser Arg Ser 

2 7 5 2 8 0 2 3 5 

Phe Phe Ser Glu lie lie Ser Ser lie Ser Asp Val Lys Phe Ser 

2 9 0 2 9 5 3 0 0 
His Ser Gly Arg Tyr Met Met Thr Arg Asp Tyr Leu Ser Val Lys 

3 05 M0 3 15 
Val Trp Asp Leu Asn Met Glu Ser Arg Pro Val Glu Thr His Gin 

3 2 0 3 2 5 3 3 0 

Val His Glu Tyr Leu Arg Ser Lys Leu Cys Ser Leu Tyr Glu Asn 

335 340 345 

Asp Cys lie Phe Asp Lys Phe Glu Cys Cys Trp Asn Gly Ser Asp 

3 5 0 3 5 5 3 6 0 

Ser Ala lie Met Thr Gly Ser Tyr Asn Asn Phe Phe Arg Met Phe 

3 6 5 3 7 0 3 7 5 

Asp Arg Asp Thr Arg Arg Asp Val Thr Leu Glu Ala Ser Arg Glu 

3 8 0 3 3 5 3 9 0 

Ser Ser Lys Pro Arg Ala Ser Leu Lys Pro Arg Lys Val Cys Thr 

3 -5 4-VJ 40 5 
Gly Gly Lys Arg Arg Lys Asp Glu lie S^r Val Asp Ser Leu Asp 

4 1.0 4 1 5 42 0 
Phe Asn Lys Lys I l.e Leu His Thr Ala Trp His Pro Val Asp Asn 

425 4<0 435 

Val lie Ala Val Ala Ala Thr Asn Asn Lou Tyr lie Phe Gin Asp 
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440 445 450 



lie Asn 



<J:10> 3 2 
<::ll> 1221 
<Jl2> DNA 

<213> Homo sapiens 
< j 2 0 > 

<221> mi sc_f eature 

<223> Incyte Clone Number: 132240 
<400> 32 

ctt.ttcctgg ae.tttctata atggaaagtc cattagaaag tcagccctta gattcagata 60 

gaagcatcaa agaatcctct tttgaagaat caaatattga agatccactt attgtaacac 120 

cagattgcca agaaaagacc tcaccaaaag gtgtcgagaa ccctgctgta caagagagta ISO 

accaaaaaat gttaggtcct cctttggagg tgctgaaaac gttagcctct aaaagaaatg 240 

ctgttgcttt tcgaagtttt aacagtcata ttaatgcatc caataactca gaaccatcca 300 

gaatgaacat gacttcttta gatgcaatgg atatttcgtg tgcctacagt ggttcatatc 360 

ccatggctat aacccctact caaaaaagaa gatcctgtat gccacatcag accccaaatc 420 

agatcaagtc gggaactcca taccgaactc cgaagagtgt gagaagaggg gtggcccccg 430 

tr.gatgatgg gcgaattcta ggaaccccag actaccttgc acctgagctg ttactaggca 540 

gggcccatgg tcctgcggta gactggtggg cacttggagt ttgcttgttt gaatttctaa 600 

caggaattcc ccctttcaat gatgaaacac cacaacaagt attccagaat attctgaaaa 660 

gagatatccc ttggccagaa ggtgaagaaa agttatctga taatgctcaa agtgcagtag 720 

aaatactttt aaccattgat gatacaaaga gagctggaat gaaagagcta aaacgtcatc 730 

ctctcttcag tgatgtggac tgggaaaacc tgcagcatca gactatgcct ttcatccccc 340 

agccagatiga tgaaacagat acctcctatt ttgaagccag gaatactgct cagcacctga 900 

ctgtatctgg atttagtctg tagcacaaaa attttccttt tagtctagcc ttigtgttata 960 

gaatgaactt gcataattat atactcctta atactagatt gatctaaggg ggaaagatca 1J20 

ttatttaacc tagttcaatg tgcttttaat gtacgttaca gctttcacag agttaaaagg 1030 

cLgaaaggaa tatagtcagt aatttatctt aacctcaaaa ctgtatataa atcttcaaag 1140 

cttttttcat ttatttattt tgtttattgc actttatgaa aactgaagca tcaataaaat 1200 
tagaggacac taaaaaaaaa a 12.-1 

<210> 33 
<211> 542 
<.:12> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte Clone Number: 2130116 
<400> 33 

tggccaggct gggtccagca gcgcgatggc agctcagcgg ctgggcaagc gcgtgctgag 60 

caagctgcag tctccatcgc gggcccgcgg gccagggggc agtcccgggg ggatgcagaa 120 

gcggcacgcg cgcgtcaccg tcaagtatga ccggcgggag ctgcagcggc ggctggacgt 130 

ggagaagtgg atcgacgggc gcctggagga gctgtaccgc ggcatggagg cagacatgcc 2 4 .) 

cgatgagatc aacattgatg aattgttgga gttagagagt gaagaggaga gaagccggaa 3'fi 

aatccaggga ctcctgaagt catgtgggaa acctgtcgag gacttcatcc aggagctgct 36o 

ggcaaagctt caaggccncc acaggcagcc cggcctccgc cagccaagcc cctcccacga 42'"i 

cggcagcctc agcccccccc aggaccgggc ccggactgct cacccctgac cctcttgcac 430 

tctccctgcc ccccggacgc cgcccagctt gcttgtgtat aagttgtatt taatggattc 540 
tt 542 
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<210> 34 

<211> 2773 

<212> DNA 

<213> Homo sapiens 



< 2 2 0 > 

<221> misc_feature 

<222> 2548, 2557, 2645, 2722, 2557, 2762, 2765 
<2 2 3> Incyte Clone Number: 2197671 



<400> 34 

cgcggatcgt cgcggcccgg ccgtcccgtc ccaggaagtg gccgtcctga gcgccatggc 60 

tcactccccg gtgcagtcgg gcctgcccgg catgcagaac ctaaaggcag acccagaaga 120 

gctttttaca aaactagaga aaattgggaa gggccccttt ggagaggtgt tcaaaggcat 130 

tgacaatcgg actcagaaag tggttgccat aaagatcatt gatctggaag aagctgaaga 240 

tgagatagag gacattcaac aagaaatcac agtgctgagt cagtgtgaca gtccatatgt 3 00 

aaccaaatat tatggatcct atctgaagga tacaaaatta tggataataa tggaatatcL 3 60 

tggtggaggc tccgcactag atctattaga acctggccga ttagatgaaa cccagatcgc 420 

tactatatta agagaaatac tgaaaggact cgattatctc cattcggaga agaaaatcca 480 

cagagacatt aaagcggcca acgtcctgct gtctgagcat ggcgaggtga agctggcgga 540 

ctttggcgtg gctggccagc tgacagacac ccagatcaaa aggaacacct tcgtgggcac 600 

cccattctgg atggcacccg aggtcatcaa acagtcggcc tatgactcga aggcagacat 660 

ctggtccctg ggcataacag ctattgaacc tgcaagaggg gaaccacctc attccgagct 720 

gcaccccatg aaagttttat tcctcattcc aaagaacaac ccaccgacgt tggaaggaaa 730 

ctacagtaaa cccctcaagg agtttgtgga ggcctgtttg aataaggagc cgagctttag 340 

aoocactgct aaggagttat tgaagcacaa gtttatacta cgcaatgcaa agaaaacttc '^0 0 

ctacttgacc gagctcatcg acaggtacaa gagatggaag gccgagcaga gccatgacga 960 

ctcgagctcc gaggattccg acgcggaaac agaiggccaa gcctcggggg gcagtgattc 10 20 

tggggactgg atcttcacaa tccgagaaaa agaticccaag aatctcgaga atggagctct 10S0 

tcagccatcg gacttggaca gaaataagat gaaagacatc ccaaagaggc ctttctctca 1140 

gtgtttatct acaattattt ctcctctgtt tgcagagtcg aaggagaaga gccaggcgtg 1200 

cggagggaac ttggggtcca ttgaagagct gcgaggggcc atctacctag cggaggaggc 126 0 

gtgccctggc atctccgaca ccatggtggc ccagctcgtg cagcggctcc agagatactc 1320 

tctaagtggt ggaggaactt catcccactg aaattccttt ggcatttggg gttttgtttt 1330 

tctttttctc cttcttcatc ctcctccttt tttaaaagtc aacgagagcc ttcgctgact LUG 

ccaccgaaga ggtgcgccac tgggagccac cccagtgcca ggcgcccgtc cagggacaca 1500 

cacagtcttc actgtgctgc agccagatga agtctctcag atgggtgggg agggtcagct 1560 

ccr.tccagcg atcattttat t t tattt tat tacttttgtt tttaatttta accatagtgc 1620 

acatattcca ggaaagtgtc tttaaaaaca aaaacaaacc ctgaaatgta tatttgggat 1630 

tatgataagg caactaaaga catgaaacct caggtatcct gctttaagtt gataactccc 1740 

tctgggagct ggagaatcgc tctggtggat gggtgtacag atttgtatat aatgtcattt 1300 

ttacggaaac cctttcggcg tgcataagga atcactgtgt acaaactggc caagtgcttc 1360 

tgtagataac gtcagtggag taaatattcg acaggccata acttgagtct attgccttgc 1920 

ctttattaca tgtacatttt gaattctgtg accagtgatt tgggttttat tttgtatttg 1930 

cagggtttgt cattaataat taatgcccct ctcttacaga acactcctat ttgtacctca 204 

acaaatgcaa attttccccg tttgccctac gccccttttg gtacacctag aggttgattt 2 1 '"> 

cctittttcat cgatggtact atttcttagt gttctaaatt ggaacatatc ttgcctcatg 

aagctttaaa ttataatttt cagtttctcc ccacgaagcg ctctcgtctg acatttgttt 

ggaatcgtgc cactgctggt ctgcgccaga tgtaccgtcc tttccaatac gattttctgt 

tgcaccttgt agtggattct gcatatcatc tttcccacct aaaaatgtct gaatgcttac 2.'. 4'! 

acaaataaat tttataacac gcttattttg catactcct t gaaatgtgac tcttcagagg 24im 

acagggtacc tgctgtgtat gtgtggccgt gcgtgtgtac tcgtggctgt gtgtgtgtga .Mn( 

tgagacactt tggaagactc cagggagaag ttcccagggc tggagctgcc gagtgcccag 2520 
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gtcagcgccc tgggctgctt gcgcaatngc tcaccgngat gatgcattgg aggttgctga 2580 

cctgtgcgat tgctgtagcg gttgccaggg accttaaggg gttattttgc ttccctggga ."'^4 0 

ggggnccta: gtttctaggc aagcagccat gtgtctaatt ttctgggttt gctgtgggga jVOO 

cctgattggg ggagggggaa anctttgggg ttcttggagt gggagggttc gtgccancaa 276 3 

tnttncctgg taaaaaag 2' ; 73 
<210> 3 5 
<2ll> 1424 

<212> dna 

<213> Homo sapiens 

< 2 2 0 > 

<221> misc_feature 

<22 3> Incyte Clone Numjoer : 2 5 94943 



< 4 0 0 > 3 5 

ggc ^.cagcct 

c tggtcgtgg 

g tgee ggc gt 

cagccagcct 

ttacgtggac 

c tgcggaggt 

atccgtgctc 

tttatcctag 

ggtgctggag 

cacggtgc 1 1 

cactggcacc 

tgtctcttct 

actgcgcaac 

gaagtctcgc 

gcatgtggta 

gaaactctgc 

caagatgccc 

gee ctacctg 

caccatgcgc 

gc tec ttgat 

tggaacc tgc 

ttttgtggtt 

c tactgtctc 

ac cactggga 



ccgacccagg 
actgtggt tg 
gggcatcccc 
gggcgcgggg 
tgtggagc tg 
cgcaccaggg 
caaac tc tac 
ttccacaccc 
gtgtcggtgg 
c tgcaccgca 
gtgggcaccc 
gaggaac tgg 
tctggtggcg 
tggecatte t 
gccctggcca 
gagaagatca 
acacagtegg 
tacaagatc t 
aggc tcatca 
ggc t cccaga 
tc tgggtcat 
gccagcc tea 
tccatagccc 
tggggaataa 



tggtctggag 
ggggaggtgg 
eggggcagtg 
cgccgccccc 
gtc tc t tgtg 
cgtgaggagg 
ac tcaagggt 
tggtgtgggt 
aggggeggea 
gcacaggcaa 
aggatgt tga 
a teg tgc cct 
atgggctggg 
cagacgagtg 
eggagcagga 
teaacategt 
aggtgga taa 
cc t tccagat 
aagacaccc t 
cc t tggc t tt 
tggtgagac t 
ggtcatc ctt 
tggtggggtc 
agttgagaac 



cc tgccggga 
gage tgt t tt 
gaacgeggge 
gagacacceg 
gc tcagcgcc 
aggaggaagg 
ggece t eggg 
tac tggg cgc 
ggtggaggag 
gttccac tac 
c tgtgac ttc 
gcgcaaggtt 
gcagatgtcc 
catcccatgg 
geggcagate 
ggaggtgatg 
cgtgtt tgac 
cac tgatgee 
tgccctc tga 
tgggaat tgc 
tggaaggggc 
ttaatct ttg 
cccc ttc ttt 
atgaaaaaaa 



gagtggtggc 
aaccgtgtgc 
gc tec tccag 
aggagtccgt 
gtgcggaggt 
geatgagecg 
tagggtgaag 
aggatgaact 
gecatge tgg 
aagaaggagg 
atcgact tea 
gt tggggagt 
ttggagt tct 
gaagtgtgga 
tgeegggaga 
aatcggcatg 
acaggc ttgc 
ctgggcacct 
gcgtcgctgg 
ac ttttgggc 
agcccccgc t 
c tgatggt tc 
ctccac tgta 
aaaa 



ate tgagagg 
cccc tc tec t 
c ttccgagtc 
tcctccc tgg 
tgaagegtae 
agcttgagga 
atcccc tgtc 
gtcgctcgga 
c tgtgc tgea 
gcacc tac tc 
cttatgtgcg 
teaaggatge 
accagaagaa 
eggtcaaggt 
aggcgggtga 
agtac t tgee 
gggacgtgca 
cagtcaccac 
atctc tggga 
ctttgggctc 
ggcttc t tgg 
agtcc tgee t 
cagaagagee 



12u 
1 8 0 
24 0 
3 0 (j 
3 6 0 
42 0 
430 
54 0 
6 0 0 
6 a 0 

V 2 0 
73 0 

8 4 0 

9 0 0 

V 6 0 
102 0 
1 0 3 0 
1140 
. 2 0 0 

12 6 0 
1320 

13 30 
1424 



<210> 36 
<211> 13 39 
<2 12> DNA 

<213> Homo sapiens 
< 2 2 0 > 

<221> misc_feature 

<223> Incyte Clone Number: 15 13871 



<400> 36 

cctcctcctc ggccagctca ggttgcagct tctctgggga actgctcacc tttceggage 

aggggaagct gccccgtgcc egggagggag cgggcgcacc gcggccccca ggacacgcgc 

tgacceggct gcccagtccc tcatgatcat gaacaagatg aagaacttta agcgccgttt 

ctccctgtca gtgccccgca ctgagaccat tgaagaatcc ttggctgaat teaeggagea 

attcaaccag ctccacaacc ggcggaatga gaacttgcag ctcggtcctc ttggcagaga 



i - : o 

18 0 
240 
300 
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ccccccgcag 
ctcccccggc 
ca gcaagagg 
acagatggag 
gtcagacatt 
cacctatgcc 
agagatccgg 
gctgaagaac 
gtccctcacc 
tgggaacctc 
cgcctactgt 
caacgagagg 
cacaaagact 
gggatccaca 
ga cggccaca 
ctctcgcctc 
gtcccgcacc 
g t tggatacg 
catgtcagca 
ccagc t tgaa 
aggctaccga 
c t tc tgagcc 
tcgggtagga 
c'ggaagacc 
ccagtagttt 
gtttaggggg 



gagtgcagca 
gtgcagt tec 
ctctctctgc 
agcccagatc 
ggc t ttggga 
acagtc t tea 
c tggagcacg 
c tgaagcacg 
ctggtgtt tg 
atgagcatgc 
caccaccgca 
ggggagc tga 
tac tccaatg 
gagtactcca 
gggaggcccc 
ctcgggaccc 
tacagcttcc 
gatggcatcc 
gaggc tgece 
gacac tgee t 
ggcttggcc t 
acgcccacc t 
tggagcctgt 
gc t tggcagg 
cagtggatac 
aggtttctac 



cct tctcccc 
ageggeggea 
ccatggatat 
tgcccaagcc 
aac tggaaac 
aagggcgcag 
aggagggagc 
ccaatattgt 
agtacc tgga 
acaaegtcaa 
agatcc tgea 
agetggcega 
a.ggtggtgac 
cccccat tga 
tc ttcccggg 
ccacagaaga 
cctgctacct 
acc tec tgag 
tgagtcactc 
ccatcttctc 
tccagcagcc 
tgctgtggcc 
gtggccctcg 
ct t t tggeca 
aacgtgc 1 1 1 
cgttgac teg 



aacagacagc 
gaaccagcgc 
ccgcc tgece 
gctcagccgc 
atacgtgaaa 
caaac tgacg 
gccctgcact 
gaccctgcat 
cagtgacc tg 
gat tttcatg 
ccgggacc tg 
ctt tggac tg 
cc tgtggtac 
tatgtggggc 
c tecacagtc 
gacgtggccc 
cccgcagccg 
cagee tgc tc 
ctacttccgg 
cc tgaaggag 
aggacgaggg 
aagggacaag 
gaggactgaa 
agtg t ttttc 
aggagttggg 
gtttagggc 



ggggaggagc 

caggaattce 
atgtcccgcc 
ctggacaaac 
gagaacc t tg 
gccatccgag 
gacctcatcc 
aageagta tc 
ttccagctgc 
aagccccaga 
gccagggcca 
aggccccccg 
gtgggctgca 
aaggaggagc 
ggcgtgaccg 
c tcatcaacc 
c tgtatgaat 
tctc tgggag 
atccagc tec 
aagaacaggc 
agatcacatg 
gaacgagggc 
tttgtggttt 
tgggaaagtc 



eggggcage t 
tggaggacgt 
tacagaagct 
gggee tccc t 
tgggagaggg 
tggece tgaa 
aggtgtc tc t 
acacagatcg 
tggaccac tg 
tccggggcct 
acc tgctcat 
agtcagtgcc 
atgtgctgct 
tccac tacga 
tgeace teat 
cct tctc tga 
acgcgcccag 
ccaagagtcg 
agcgtgtgca 
agaaggaccc 
ggcagagcat 
gagcacaaat 
tgacagcagc 
egatctge tg 
t tgctagagg 



3 6 0 

4 2 0 

4 3 ! J 

5 4 'J 

6 0 0 

6 6 : "i 

7 2u 

7 8 0 

8 4 -J 

9 0 0 
'? 6 0 

10 ."JO 
1 0 8 0 
1140 

12 0 0 
1260 

13 2 0 
1 3 8 0 
1440 
15 00 
1 5 C 0 
1620 
1630 
1740 
1 3 0 0 
18 3 9 



<:i0> 37 
<211> 2024 
<2 12> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte Clone Number: 156108 
<400> 37 

gtcagctctg gttcggagaa geageggctg gcgtgggcca teeggggaat gggcgccctc 60 

gtgacctagt gttgegggge aaaaagggtc ttgccggcct cgctcgtgca ggggegtate 120 

tgggcgcctg agegeggegt gggagccttg ggagccgccg cagcaggggg cacacccgga ISO 

accggcctga gcgcccggga ecatgaaegg ggaggecate tgcagcgccc tgcccaccat 240 

tccctaccac aaactcgccg acctgcgcta cctgagccgc ggcgcctctg gcaetgtgtc 300 

gtccgcccgc cacgcagact ggcgcgtcca ggtggccgtg aagcacctgc acatccacac 360 

tccgctgctc gacagtgaaa gaaaggatgt cttaagagaa gctgaaattt tacacaaagc 420 

tagatttagt tacattcttc caattttggg aatttgcaat gagectgaat ttttgggaat 430 

agttactgaa tacatgecaa atggatcatt aaatgaactc ctaeatagga aaactgaata 540 

tcctgatgtt gettggecat tgagatttcg catcctgcat gaaattgece ttggtgtaaa 600 

ttacctgcac aatatgactc ctcctttact tcatcatgac ttgaagactc agaatatctt 660 

attggacaat gaatttcatg ttaagattgc agattttggt ttatcaaagt ggegcatgat 7 2.") 

gtccctctca cagtcacgaa gtagcaaatc tgcaccagaa ggagggacaa ttatctatat 730 

gccacctgaa aactatgaac ctggacaaaa ateaagggee agtatcaagc acgatatata 3 4 0 

tagctatgea gttatcacat gggaagtgtt atccagaaaa cagecttttg aagatgtcac 900 

caatcctttg cagataatgt atagtgtgtc acaaggacat cgacctgtta ttaatgaaga :-*6 0 

aagtttgcca tatgatatac ctcaccgagc aegtatgate tctctaatag aaagtggatg 1020 

ggcacaaaat ccagatgaaa gaccatcttt cttaaaatgt ttaatagaac ttgaaccagt 1080 
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t t tgagaaca 
gt tacagagt 
gaacatacc t 
aaatagtggt 
atctagaaaa 
ttgggatagc 
atgctcttca 
tggtatagcc 
agcctgcctt 
ctatgaactt 
tac tgacatc 
acaaatgggt 
tttacttcaa 
aggatat tta 
1 1 tat tgaag 
taat taatac 



1 1 tgaagaga 
g 1 1 tcaagtg 
gtaaatcatg 
tctcc tgaaa 
gctcaagac t 

gcaataa taa 
cagcag tgga 
aaccagtcgc 
gttagtacca 
caaggagaag 
cttcagcctt 
aatc.aaagca 
tatctctgtt 
gttct ttggg 
aag taaaaag 



taacttttct 
ccat tcacc t 
gtccacaaga 
ct tcaaggtc 
gttattttat 
gate tcaaag 
atccactc tc 
tccagagcaa 
tagatgece t 
agectacaag 
aat t tgccaa 
acceggaaat 
tgtaagtgac 
gctttgactt 
taaatattag 
tttgaatttt 



tgaagctgtt 
a tgtgacaag 
ggaa tcatgt 
cc tgecage t 
gaagctgeat 
ggctgeatte 
aac tgcagga 
aagggaagac 
tctgtccagg 
gacc tcaaaa 
agt ta tagta 
acttgtggtt 
t gtttttcaa 
tttttatata 
tctcc ctcca 
gc taca. taaa 



at tcagc taa 
aagaaaatgg 
ggatcctc tc 
cc tcaagaca 
cactgtcctg 
tgtgatcaca 
aac tcagaac 
attgtgaacc 
gac t tgatca 
gtcagacaat 
caaaaat tga 
tctagatcac 
gaagaaatgt 
aaatccgtga 
tgacac tgea 
aaaa 



agaaaacaaa 
aa t ta t c tc t 
age tccatga 



gaaatcacag 
agaccac tec 
gtc tgeagee 
aaa tgacaga 
tgaaagagga 
tac tagacac 
aagataacaa 
catct ttaaa 
gtt tcataaa 
gtat taaagc 
gtattttttt 



114 0 
1 J ■ j 0 
l j r, o 
1 3 .": 0 
13 3 0 
1440 

15 no 
1 s 0 0 

16 JO 
163 0 
1740 
1 8 ij 0 

1 8 6 0 
10 JO 

1 9 H 0 

2-") J 4 



<J10> 33 

<J11> 1361 

<J12> DMA 

<J13> Homo sapiens 

< J2 0> 

<221> mi sc__f eatux e 

<223> Incyte Clone Number: 2883243 



<400> 33 
gc t tcttagt 
agtggtc tgg 
gtgcagcccc 
tc t tttc t ta 
gaa tatggaa 
gatgttt tat 
tgtagecaac 
agatatc teg 
ggtacgagat 
aaa taacaaa 
aacc ttcagt 
taatcccaaa 
tgtcaaagaa 
tcaagaaaaa 
aatccaaatg 
acagtgccag 
caatgagaaa 
tgaaattat t 
tcgagaaatt 
gagagaccaa 
gtggttgggc 
gccccat cat 
cc tgt tgega 
ctatgcctgc 
aac tggctat 
acat taccaa 
cccagtatat 
cagccaccc t 



gaggt tggca 
tgacattttt 
ttataggttt 
taactgagct 
gacc tggatt 
atagaaatgg 
aacggtatga 
agggaagaag 
gcgtc tac ta 
ttaatcaaaa 
tctgtggttg 
ttggatgtga 
gataatattg 
agtcgagaat 
aaaaggacag 
acccaagagc 
gaaatacaaa 
gacagtagaa 
gaeaaaegta 
tac t tgatgt 
aatgaaaaca 
ga tgagaaga 
gggaagegag 
tc tgtag tgg 
ggc t ttgccg 
cacacctccc 
gcacagcaga 
gaggee tctg 



t tatgt taag 
c tgac ttgat 
taaaatgaat 
cagecaagga 
tagaatatgc 
acccaccagc 
ataacaatat 
tgaatgaaaa 
aaatgcatgg 
tatttcatcg 
aat taataaa 
aat tac ttta 
aagc tgtagg 
a tgatagat t 
c tat tgaagc 
ggtacagcaa 
ggattatgea 
gaagat tgga 
tgaacagcat 
ggttgac tea 
c tgaagacca 
catggaatgt 
a tggcac 1 1 1 
tggaeggega 
agece ta taa 
t tgtgcagca 
ggcgatgaag 
gaaagcaaag 



gc tggta egg 
tggctggggc 
tccaagacac 
aactc ttgea 
caagacagat 
actgcctcct 
gtcct tacaa 
acttcgagat 
tgat tatact 
agatgggaaa 
ccac tacegg 
tccagtatcc 
gaaaaaat ta 
a tatgaagaa 
at t taatgaa 
agaatacata 
taat tatgat 
agaagac t tg 
taaaccagac 
aaaaggtgt t 
atat tcactg 
tggaagcagc 
tettgtcegg 
agtaaagca t 
cttgtacagc 
caacgac tec 
cgc t tac tc t 
ggc tec tc tc 



aagacaactg 
gtgtgatg t a 
ca t tacaaag 
caaatgtaca 
ataaat tgtg 
aaaccaccaa 
gatgetgaat 
acagcagacg 
c ttacactaa 
tatggcttc t 
aatgaatc tc 
aaataccaac 
catgaatata 
ta tacccgca 
accataaaaa 
gaaaagt t ta 
aagt tgaagt 
aagaagcagg 
c ttatccagc 
eggcaaaaga 
gtggaagatg 
aaccgaaaca 
gagagcagta 
tgtgtcataa 
tctc tgaaag 
c tcaatgtca 
t tga tec t tc 
cagtc tgatc 



atgaagcagg 
ataggtttca 
aaagceggae 
atactgtttg 
gcacagac 1 1 
aacc tac tac 
ggtac tgggg 
ggaccttttt 
ggaaaggggg 
c tgacccatt 
tagc tcagta 
aggatcaagt 
acac tcagtt 
ca tcccagga 
ta tt tgaaga 
aacgtgaagg 
c tcgaatcag 
cage tgagta 
tgagaaagac 
agt tgaacga 
atgaagat t t 
aagc tgaaaa 
aacagggc tg 
acaaaacagc 
aac tggtgct 
cac tagecta 
tcctgaagt t 
tgtgaa t tga 



h j u 
12 0 
180 
24 0 
3 0 0 

3 6 0 

4 2 0 
430 
54 0 
6 0 0 

6 6 0 

7 2 0 
7 3 0 
34 0 
9 0 0 

9 60 

10 JO 
103: 
11-U 
12 0-:j 
12' 
1 
1 

1440 
IV 
IS' 
1'iJ 0 

i*-;3 0 
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gctgcagaaa cgaagccaac tttttttgga tgggactagt gctttctttc acaaaaaaga 1740 

agtaggggaa gacatgcagc ctaaggctgt atgatgacca cacgttccta agctggagtg 1800 

cttatccctt ctttttcttt ttttctttgg tttaatttaa agccacaacc acatacaaca 1860 

c 1861 



<.:10> 39 

<211> 2045 

<212> DNA 

<213> Homo sapiens 



< 2 2 0 > 

< J 2 1 > mi sc_ feature 

<223> Incyte Clone Number: 317 33 55 



<4 0 0> 3? 

c r. tggc tgga 

aagt tcatca 

ccaggggacc 

gacccgcgcg 

atcggccggc 

at t tatcggt 

ttgcttcttt 

cccggagaag 

ctatttc tat 

aaaggtc t tc 

ggttttagac 

aaatc tgaag 

aaaegggccg 

acgggagatg 

tgc tgtggat 

cctatgtcac 

aggtt t taga 

agatgtggag 

aaacatccat 

tacgtacgat 

gtccgtgcaa 

agggcgagac 

ac tcatagac 

tcccattgtg 

cgatggcact 

gaagcaggat 

cat tccagtt 

cgatgaagag 

gggcgatgac 

gagtgagccc 

c ttccc t tgt 

t c tat tagaa 

t: at taat tec 

tacttat.gca 

a c c a c 



acc tgagacg 
ttgtcc tgag 
ctcacc tggg 
cc tgece tgc 
gggtccc tgc 
ggat cat t tc 
c tggcgacag 
agegaaa tat 
attcaggcag 
caggtgaaag 
cgaaaagatg 
gtggaaatta 
gtttaccatg 
aac tgece tg 
ccagaaaaga 
tacacc t taa 
attt tcatgg 
ctctttgtta 
ccgatc tttt 
t tgactgat t 
getaacaegg 
ageegcaaag 
gc tget ttca 
aaacatat tt 
gtagcagc tt 
tccatctac t 
aagagcaacc 
gecaaaaaga 
atattc tgtt 
caaatccgag 
act tgecata 
taatggtgc t 
atggacaata 
gtat tc teat 



gat tege tec 
agagaggagc 
cgcgccgggg 
acgccgggcg 
cgaaggc teg 
gagagtccgt 
t tccagcac t 

ggggaccegg 

tggatacatc 
tc tcagcacc 
ggtcct teat 
aat tccaagg 
agaactgtga 
aaaccat tgc 
t tgcagtaga 
aggataacaa 
atgecatae t 
at t tgggaga 
cc tggtgtgg 
c tgttc tgga 
gtcctccc tg 
agagactcga 

cattttttga 
atcgcctgcc 
atgaacattt 
tgagegate t 
tagcaaaagc 
at tatt tcaa 
agggcatgaa 
ggaaaaagac 
ctgaagac tc 
taaaatc tgt 
gac tgtac 1 1 



caaatga tgc 
agegeggtte 
caeggge t tt 
gcaacct ttg 
gc tgc t tc tg 
c t tgtaaatg 
cgccgagacc 
gc taaaagca 
agggaataaa 
agaggagcaa 
agtaagata: 
gcaacatgtg 
ctgtcctctg 
tcagattcag 
aatcccaaaa 
ggtt tatatc 
actttct ttg 
ctggcctttg 
c tccacagat 
aaccatgggc 
ggaaagcaaa 
gc tggt taaa 
c t tc 1 1 taaa 
tt tc ttcaag 
atat ttgc ta 
t tacaatgag 
gc tagaaaaa 
aggacaagaa 
ac 1 1 1 tccag 
aagggtagaa 
caaagatgaa 
t tc t taac ta 
gtgattgttt 
taaagcacat 



tccagtggca 
teggceggga 
gattgtcctg 
cagtcgegtt 
tccacc tctt 
t t tggcac t t 
ggcggagaaa 
gacgtcgtcc 
ttcacatctt 
ttcactagevg 
agaatgtatg 
gccaaatccc 
caagatagtg 
agagatctgg 
agat t tggac 
aagac tcatg 
ac tagaaagg 
gaaaaaaaga 
tccaaggata 
egggtaag tc 
aactccactg 
ctcagtagaa 
cacgatgaaa 
cataagtatc 
gt tggtgaca 
c tgcagccc t 
ct taaatggg 
tt tgcaagaa 
gaatatgeca 
ccacagactg 
c tc tgatatg 
aaaagaagaa 
gcag ta tgaa 
1 1 1 tagaatt 



ggagcaac tc 
cagcagaacg 
gggtcgcgga 
ggctgctgcg 
acact tcttc 
tgc tacttta 
ggcagctgag 
t tcccgcccg 
ctccaggcga 
ttggagtcca 
caagc tacaa 
catatatttt 
cagee tggct 
cacet ttccc 
agaggcagag 
gtgaacatgt 
tgaagatgee 
aatccea c tc 
tegtgatgee 
tggatatgat 
ccgtc tggag 
aacacccaga 
acc tgtatgg 
aaataaatat 
gtgttgtgc t 
ggaaacac ta 
cgaaagatca 
ataatctcat 
atttacaagt 
aggacgacct 
caaaataac t 
tttttttaag 
gacacat 1 1 c 
ttataataaa 



t. 0 
12 0 
1 8 0 



4 2 0 
4 8 0 
54 0 
6 0 0 
6 o 0 



720 
7 8 0 
84 0 

9 0 0 
i'nO 

10 2 0 
1 0 8 0 
114 0 
1 2 0 0 

1 2 h 0 
1 ?, 2 0 

13 8C 
: - 40 
1 5 0 0 
J. 3 6 0 
1620 
16 8 0 
1740 
1 8 0 0 
l. 3 6 0 
1 ■? 2 0 

1 ? 8 0 

2 0 4 0 
2 045 



<.!10> 40 
<211> 1260 



45/64 



PF-0565 PCT 



< 2 1 2 > DNA 

<213> Homo sapiens 

< 2 2 0 > 

<221> mi sc_f eature 

<22 3> Incyte Clone Number: 5116906 
<-t00> 40 

cgatattttt ctttcttagt ttcccatttc atattgtttt gtcaaatcaa ctgtgactca 60 

ttaacatctc ttttccctag gttttgctgg cacacctgga tatctetctc cagaagtttt 120 

acgtaaagat ccttatggaa agccagtgga tatgtgggca tgtggtgtca ttctctatat 130 

tctacttgtg gggtatccac ccttctggga tgaagaccaa cacagactct atcagcagat 240 

caaggctgga gcttatgatt ttccatcacc agaatgggac acggtgactc ctgaagccaa 300 

agacctcatc aataaaatgc ttactatcaa ccctgccaaa cgcatcacag cctcagaggc 360 

actgaagcac ccatggatct gtcaacgttc tactgttgct tccatgatgc acagacagga 42(3 

gactgtagac tgcttgaaga aatttaatgc tagaagaaaa ctaaagggtg ccatcttgac 430 

aactatgctg gctacaagga atttctcagc agccaegagt ttgttgaaga aaccagatgg 540 

agtaaaggag tcaactgaga gttcaaatac aacaattgag gatgaagatg tgaaagcacg 600 

aaagcaagag attatcaaag tcactgaaca actgatcgaa gctatcaaca atggggactt 660 

tgaagcctac acaaaaatct gtgacccagg ccttactgct tttgaacctg aagctttggg 720 

taatttagtg gaagggatgg attttcaccg attctacttt gaaaatgctt tgtccaaaag 780 

caataaacca atccacacta ttattctaaa ccctvatgta catctggtag gggatgatgc 840 

cgcctgcata gcatatatta ggctcacaca gtacatggat ggcagtggaa tgccaaagac 900 

aatgcagtca gaagagactc gtgtgtggca ccgccgggat ggaaagtggc agaatgttca 960 

tcttcatcgc tcggggtcac caacagtacc catcaactaa atttcaacag tgccacttct 1020 

gcattctctg ttctcaaggc acctggatgg tgaccccggg ccgtcctctc ctcctcttca 1030 

tgcatgtttc tgagtgcatg aagttgtgaa ggtcctacat gtaatgcata tgtgatgcat 1140 

catcttatca tatattcctt cctatacatt gtttacactt caactacggg gatgttccac 1200 

acaaacttaa attactgttg gcaaaacaat agggggac/at tagacaaaaa aaaaaaaaaa 1260 



<210> 41 

<2il> 2059 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte Clone Number: 940589 



<400> 41 

aaaccataga 

aagaaactgc 

ttgttataaa 

ctgttctttt 

ctgaaggaca 

t taaacagca 

tgtgccttgg 

agaatatct t 

t tctctccaa 

cagaaatttg 

tec tgtatga 

tcctcaaagt 

a-.fttcc tagt 

tggaatatgg 



aacgctaatg 
cattaacatc 
tgaaggc tct 
agccaaaatg 
cttgtatatt 
gaaaggaaag 
agtaaatcac 
cctcactcag 
tccgatggca 
ggaaaacc tg 
actctgtacc 
atgtcaaggg 
caagcagatg 
aggcatcgta 
tgaggaagta 



aaagcagaca 
ggacac tec t 
ct tgattctt 
aaacaccc ta 
gtgatggaat 



at tcacaaga 
aatggaaaag 
t t tget tgta 

c t taagcatc 
tgea t cagtc 
t ttaaaagga 
gc tegge t tg 
t tagaagaaa 



tcaaaatc tg 
gcaaactgtt 
tc tc taatac 
atat tgttgc 
ac tgtgatgg 
aagacatgat 
aacgtgtgct 
tgaaat tggg 
cc tatgtggg 
a taaaagtga 
cat ttcaggc 
cac tgccg tc 
atccc tcaca 
tccagaagtg 
taaaaaa ttc 



gatccttaca 
gaagaagaac 
acagaat tc t 
cttcaaagaa 
aggggatc ta 
ac t taat tgg 
acacagaga t 
agac 1 1 tgga 
aac tec t ta t 
ca tc tggtcc 
aaatagttgg 
teat tac tec 
tcgcecctcg 
c t tacccccc 
gaagcataac 



ggg^acaagc 
atgggaatga 
aggaaggagg 
tcatttgaag 
atgeaaaaga 
tt tacccaaa 
atcaagtcca 
tc tgeccg tc 
tatgtgccuc 
t tgggt tgea 
aaaaatc t ta 



gc tacaaege 
gagatcatca 
acaccaagaa 



1 H '■ 



4 2 '. 



34 <: 
9 00 
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aaaaaacaaa 
aggaagaaca 
ttgaaagtgc 
ggaaagccag 
etc ttacagc 
gaggtggttc 
ccccggacac 
acacaatata 
aagcatcgga 
agee tgggct 
tgtcagagc t 
aatgttcctg 
gagt teatge 
c ttaaaatcg 
tgaac tcaag 
gaacagaaat 
acctcttcaa 
ggatgetgae 
tttattatta 
tatgaaaaaa 



ccccagcaga 
aga tagaaag 
a t tgagaaga 
t tcaccaaat 
t t tggaaaat 
tgtaataaag 
tttgt tgaac 
tagaccaggt 
cagtgt tgat 
agatgaggag 
gaagaagega 
agtcaege tg 
gaegtatat t 
ttcttgatta 
ggagaaggta 
ggga tgctag 
gccccaat tt 
cacagacc 1 1 
tgtgactctt 
aaaaaaaaa 



atcagga tag 
ggtageca ta 
gtaaacagag 
c t tcatagac 
gca tccatac 
tacagcaaaa 
atcc ttaaga 
tcagaagggt 
ggaggtcacg 
gaeaeggact 
gc tggatggc 
aggagagee t 
ttcc tt tgga 
gta tegtgag 
tagtggaatg 
cgtgccac ta 
cc tcaaccat 
tatagcagee 
tttacatttc 



ct ttgggaaa 
ctga tttgga 
aagaaaaagg 
gacagtggga 
tcacc tccag 
atac tac teg 
atgc tgatct 
tct tgaaagg 
at tc tgtcat 
ttgaggagga 
aaggee tgtg 
tcac tcagga 
aacagaatga 
tt tgaaaagt 
agtgtgagca 
cc tac t tgtg 
aaaatgaaga 
cgta tgatat 
ctaaaggtt c 



tgaagcaagc 
aagcat taat 
taataagtca 
gaaaaatgta 
t t taacagca 
taagcagtgg 
cage t tggc t 
ccccctgtct 
tt tggatcca 
agatgacaac 
cgacagataa 
gttcatgctg 
ageagaggaa 
ctagaac tec 
teggget ttg 
tgat tgtggg 
taataatgee 
tat tcacat t 
gagaattaaa 



acagtgcaag 
gaaaatc tag 
gtccatc tga 
cccaatacag 
gaggacgata 
c tcaaagaga 
1 1 tcaaacat 
gaagaaacag 
gagegact tg 
cecgac tggg 
tgee tgagga 
agatgatcat 
ac tc t taa ta 
tgtaagtttt 
cagtccca ta 
aaat tac t ta 
tacctcagag 
a tgata tgtg 
tatatt taat 



9 6 0 
10.7.0 
: '.' 7; 0 
114 0 

1 0 0 
1.: 6 0 

1 .?. 2 0 

13 3 0 

1 4 4 0 

15 0 0 
1 r . 6 0 

i-foo 

1 0 y 0 
1 7 4 0 
1 y 0 0 
1 A 6 0 
U-O0 

1 ■? 8 0 

2 04 0 

::o 59 



<210> 42 

<211> 1023 

<212> DIJA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte Clone Number: 304421 



<400> 42 
gaggcagagg 
gaggacaaag 
aagtc ttc t t 
gac tcac tgc 
ccc taccagc 
acac tgaacc 
egggacaaga 
aagt tccagg 
a tegaggegg 
tacatccgag 
gtaagecget 
gtagaggeca 
cggcagctcc 
aggcagecag 
gc tc tgctgt 
gggatagc tg 
t tatgeaaaa 
aa.a 



ggtgggcggg 
ccacgcc t tg 
gcagccgtgt 
agaagcagga 
cgcccacatt 
ata tcgatga 
gcaagctgat 
tggacacagg 
atgacaaccc 
ctgccc tcag 
ctgccacact 
tecagaeggt 
aggt tctgga 
gatccc tgac 
t tc tagtgac 
ggtggtgacc 
gtgagt tcag 



c tggcccatg 
ccccagcatc 
ggacgaagtt 
cctccggagg 
ggct tegctg 
ggtc tggece 
ccagc tggga 
tgccaaat tc 
c ttcttcgac 
tgttccccaa 
tgtcctggcc 
gcaggcccac 
caaccgactg 
cc t tggee :a 
cc tgagatgt 
tc t tageggg 
tccatc tc ta 



gc tgagacc t 
ctggagc tgg 
tggcccaacc 
cccaagatcc 
cageget tgc 
agee tct tec 
atcacccacg 
taccgtggaa 
ctcagtgtct 
ggccgcgtgc 
t tec tcatga 
egcaatate t 
gggegggaga 
accccaccag 
aaacagcaag 
tggat t tccc 
taataaaata 



c tc tcccaga 
aggagc tec t 
ttt tcatagg 
atggggcagt 
tgtgggtccg 
tgggagatgc 
t tgtgaatgc 
tgtccc tgga 
actt tetgee 
tggtacac tg 
tctatgagaa 
gece taactc 
eggggeggtt 
cc tggece tg 
tgggggc tga 
tgacccaatt 
ttcategtea 



gctgggggga 
gcgggcaggg 
agatgegatg 
ccaggcatct 
tcaggc tgee 
gtacgcagcc 
cgc tgeagge 
gtac tatggc 
tgttgctcga 
tgccatgggg 
catgaege tg 
aggc t tec tc 
c tgatctggc 
ggaacagcag 
ggcagaggca 
cagagat tct 
taaaaaaaaa 



1 2 0 
3. y 0 
24 0 
3 0 0 

3 6 0 
420 

4 y 0 
54 0 
6 0 0 

6 6 0 
720 

7 3 0 
3 4 0 
9 0 0 
9 6 0 
102 0 
1023 



<210> 43 
<211> 4416 
<212> DNA 

<213> Homo sapiens 
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< 2 2 0 > 

<221> mi sc_f eature 

<223> Incyte Clone Number: 1213802 



<400> 43 

gaaatttttt tctgcctcat tattattaat tcatggattg agtgttggtt cgacctacag 60 

gcgtaataga ttggaactca gtgaagacac agatgttcct gttcagagca accagctaat 120 

gattacagtt taaagacaat ttctgtgatc aagttgtcat ttggaagatt aaacccattt 180 

cacgaggact tggagcctgg tccttgcttt gaggaagcag tggcttgttt caagaagcca 240 

cttctgatct aagaatctac ccagcatgcc taatcaagga gaagactgct attttttttt 300 

ctattccaca tgtaccaaag gcgacagctg cccattccgt cactgtgaag ctgcaatagg 360 

aaatgaaact gtttgcacat tatggcaaga agggcgctgt tttcgacagg tgtgcaggtt 420 

tcggcacatg gagattgata aaaaacgcag tgaaattcct tgttattggg aaaatcagcc 4 So 

aacaggatgt caaaaattaa actgcgcttt ccatcacaat agaggacgat atgttgatgg 540 

ccttttccta cctccgagca aaactgtgtt gcccactgtg cctgagtcac cagaagagga OOo 

agtgaaggct agccaacttt cagttcagca gaacaaattg tctgtccagt ccaatccttc 660 

ccctcagctg cggagcgtta tgaaagtaga aagttccgaa aatgttccta gccccacgca 7 2 0 

tccaccagtt gtaattaatg ctgcagatga tgatgaagat gatgatgatc agttttctga 700 

ggaaggtgat gaaaccaaaa cacctaccct gcaaccaact cctgaagttc acaatggatt 840 

acgagtgact tctgtccgga aacctgcagt caatataaag caaggtgaat gtttgaattt 00 

tggaataaaa actcttgagg aaattaagtc aaagaaaatg aaggaaaaat ctaagaagca °6 

aggtgagggt tcttcaggag tttccagtct tttactccac cctgagcccg ttccaggtcc 1020 

tgaaaaagaa aatgtcagga ctgtggtgag gacagtaact ctctccacca aacaaggaga 1080 

agaacccttg gttagattga gtcttactga gagactgggg aaacgaaaat tttcagcagg 1140 

cggtgacagt gatcctccat taaagcgtag cctggcacag aggctaggga agaaagttga 1200 

agctccagaa actaacattg acaaaacacc aaagaaagct caagtttcca agtctcttaa 1260 

ggagcgatta ggcatgtcag ctgatccaga traatgaggat gcaacagata aagttaataa l320 

agttggtgag atccatgtga agacattaga agaaattctt cttgaaagag ccagtcagaa ] ^ 8 0 

acgtggagaa ttgcaaacta aactcaagac agaaggacct tcaaaaactg atgattctac 1440 

ttcaggagca agaagctcct ccactatccg tatcaaaacc ttctctgagg tcctggctga i500 

aaaaaaacat cggcagcagg aagcagagag acaaaaaagc aaaaaggata caacttgcat 1560 

caagctaaag attgatagtg aaattaaaaa aacagtagtt ttgccaccca ttgttgccag 1620 

cagaggacaa tcagaggagc ctgcaggtaa aacaaagtct atgcaggagg tgcacatcaa 1680 

gacgctggaa gaaattaaac tggagaaggc actgagggtg cagcagagct ctgagagcag 1740 

caccagctcc ccgtctcaac acgaggccac tccaggggca aggcggctgc tgcgaatcac 1800 

caaaagaaca gggatgaaag aagagaagaa ccttcaggaa ggaaatgaag ttgattctca I860 

gagcagtatt agaacagaag ctaaagaggc ttcaggtgag accacaggag ttgacatcac 1?20 

taaaattcaa gtcaagagat gtgagaccat gagagagaag cacatgcaga aacagcagga 1080 

gagggaaaaa tcagtcttga cacctcttcg gggagatgta gcctcttgca atacccaagt 2040 

ggcagagaaa ccagtgctca ctgctgtgcc aggaatcaca cggcacctga ccaagcggct 2 100 

tcccacaaag tcatcccaga aggtggaggt agaaacctca gggattggag actcattatt 2 160 

gaatgtgaaa tgtgcagcac agaccttgga aaaaaggggt aaagctaaac ccaaagtgaa 2220 

cgtgaagcca tctgtggtta aagttgtgtc atcccccaaa ttggccccaa aacgtaaggc 2280 

agtggagatg cacgctgctg tcattgccgc tgtgaagcca ctcagctcca gcagtgtcct 2340 

acaggaaccc ccagccaaaa aggcagctgt ggctgttgtc ccgcttgtct ctgaggacaa 2400 

atcagtcact gtgcctgaag cagaaaatcc tagagacagt cttgtgctgc ctccaaccca 2460 

gtcctcttca gattcctcac ccccggaggt gtctggccct tcctcatccc aaatgagcat 2520 

gaaaactcgc cgactcagct ctgcctcaac aggaaagccc ccactctctg tggaggatga 2580 
ttrtgagaaa ctaatatggg agatttcagg aggcaaattg gaagctgaga ttgacctgga 

tcctgggaaa gatgaagatg accttctgct tgagctatca gaaatgattg atagctgaag 2700 

gtggtagtga ggacacttta aaaaaaaaat cgccaaaaaa ctggacttag tttcatctat 27-;o 

tgtaacattt acctgagatg atcatttctt tagtctagaa tttgccccaa atcagaagta 2820 

tacctctgaa ttatctgtat gtgtcctgga ttccttgggg tcagattttt aaagttactt 2880 

tataaccatt ttgtccattt gatgccattg tttatcatct tttgagaaaa aagttctgtc 2.^40 

atacccttct ctccacaaaa aagagactga gagggagatc aagtgaaagg gtgcaagcga 3000 



n 
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acttagtgac tccttgaggt gtttgtcagt tttggttttt ttcttctttg ttgtattctt 3060 

tatgtattgt cttgatgtac ttaatattac ctgagtttga aatggatgaa gacagctgct 31.10 

accattaagg accaaatttt atgctaccac taaacaaaaa tacccactca gtctgtgtta 313' 

aattgtatgt ctttttaaag gtatttaaag attcaactaa gctttaaaga gggctgagca 324' 

gctcaggaag cctgtaatgt gggcataact ctttggacct gatcttgatg cttctgctgc 3 3 0 ( . 

tctgttagcc tctgaagagc aatatctaat ttattattac tgtaattttt taaaaggctt 3 3 6 ' 

taaagtgcct: caggggtccc ctgaaactaa ttttctattt ctgggattcc ctggattcat 342( 

tatatgagat ggtgacatga ttagaggaat tcttttttag tacgaaaatt gtcccttttc 34S0 

ttcttcagta cttgcctcct tgctggcatt gaattaacac agggacaaaa tttggttaat 3540 

tttttatttc taactctccc aacaaacccc tgttgcccag tatttgtttg gtggccttta 3600 

accacctgag ggaaaaaatg agcttattca agctgccaat atttatctat gggctgtagc 366( 

agtacactga attgtactgt gccagggata ttgagatgct ctgggggtgt attgtatacc 3720 

tgccagtttt cttcatttct gaattgagtt ttcttttctt gatgttggtt tccttcatat 3730 

cacctcaagg tttagatttg tgaaggaata agcctgatgg aaataatagt cttgaaagga 3 34 

gatatgttgt atataatcag gaggaagagg aaggaaggac ttacccattt tgatattttg 3.^00 

ctgtaggtgg cc agttttgt ttctcatagg gaaatccgac ccacctgtca tgttggctcc 3^60 

taaggaactg ctgttgtaag cggctcatca agagctgaac ttcacgtagc cttgttggga 40T 

atatggaaaa ggaagaaagc cacaggaccg cccat'ccagt cctgggaaga ttgggatgat 4 030 

tctgcacaag caaaaatgac tgaagtttat gtatagacac acctctacca atccatcttc 4 140 

agctgactga e.tgttgtatg anagcccttc tccaaagcag aggtagaatg ttcaggtttc 4200 

accatggatt tt^tacttat ttcg *:tt ttg gaatcagctt acagattcca ggtccctttt 426( 

gtatatattc tttattcttt tgctttttta asaaataatt ttgtttcata tttaaagcac 4320 

ttgtattagt caatgtttcg tgttccgcat tatttgaacc aLttgccctt acagaaagag 4330 

aaatacttgt ttgtgtttta aataaaactg atgtag 44 i 6 



<210> 44 

<211> 2063 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc^feature 

<223> Incyte Clone Number: 1378134 
<400> 44 

gcagtccatc agtccgctga tgcgtcgccg ggccagcaac gctgccgccg cagcccacac 60 

gattggcggc agtaagcaca caatgaatga tcacctgcat gtcggcagcc acgctcacgg 120 

acagatccag gttcgacagt tgtttgagga taacagtaac aagcggacag tgctcacgac 130 

acaaccaaat gggcttacaa cagtgggcaa aacgggcttg ccagtggtgc cagagcggca 240 

gctggacagc attcatagac ggcaggggag ctccacctct ctaaagtcca tggaaggcat 300 

ggggaaggtg aaagccaccc ccatgacacc tgaacaagca atgaagcaat acatgcaaaa 360 

actcacagcc ttcgaacacc atgagatttt cagctaccct gaaatatatt tcttgggtct 420 

aaatgctaag aagcgccagg gcatgacagg tgggcccaac aatggtggct atgatgatga 430 

ccagggatca tatgtgcagg tgccccacga tcacgtggct tacaggtatg aggtcctcaa 540 

ggtcattggg aaggggagct ttgggcaggt ggtcaaggcc tacgatcaca aagtccacca 600 

gcacgtggcc ctaaagatgg tgcggaatga gaagcgcttc caccggcaag cagcggagga 66 0 

gatccgaatc ctggaacacc tgcggaagca ggacaaggat aacacaatga atgtcatcca 720 

tatgctggag aatttcacct tccgcaacca catctgcatg acgtttgagc tgctgagcat 7-30 

gaacctctat gagctcatca agaagaataa attccagggc ttcagtctgc ctttggttcg 840 

caagtttgcc cactcgattc tgcagtgctt ggangctttg cacaaaaaca gaataattca 9 : J 

ctgtgacctt aagcccgaga acattttgtt aaagcagcag ggtagaagcg gtattaaagt 96'") 

aattgatttt ggctccagtt gttacgagca tcagcgtgtc tacacgtaca tccagtcgcg IjJO 

tttttaccgg gctccagaag tgatccttgg ggccaggtat ggcatgccca ttgatatgtg 1030 

gagcctgggc tgcattttag cagagctcct gacgggttac cccctcttgc ctggggaaga 1140 

tgaaggggac cagctggcct gtatgattga actgttgggc atgccctcac agaaactgct 1200 



49/64 



PF-0 56 5 PCT 



ggatycatcc aaacgagcca aaaattttgt gagctccaag ggttatcccc gttactgcac 1260 

tgtcacgact ctctcagatg gctctgtggt cctaaacgga ggccgttccc ggagggggaa 1320 

actgaggggc ccaccggaga gcagagagtg ggggaacgcg ctgaaggggt gtgatgatcc 1380 

cottttcctt gacttcttaa aacagtgttt agagtgggat cctgcagtgc gcatgacccc 1440 

aygccaggct ttgcggcacc cctggctgag gaggcggttg ccaaagcctc ccaccgggga 15 0 0 

gaaaacgtca gtgaaaagga taactgagag caccggtgct atcacatcta tatccaagtt 1 5 o 0 

aoctccacct tctagctcag cttccaaact gaggactaat ttggcgcaga tgacagatgc 1620 

caatyggaat attcagcaga ggacagtgtt gccaaaactt gttagctgag ctcacgtccc 1680 

cLgangctgg taacctgaaa gatacgacat tgctgagcct tactgggttg aaaaggagta 1740 

gctcagacct gtttttattt gctcaataac tctactcatt tgtatctttt cagcacttaa 1800 

tt.ttaatgta agaaagttgt tcattttgtt tttataaaat acatgaggac aatgctttaa 1860 

gr.ttttatac tttcagaaac tttttgtgtt ctaaaagtac aatgagcctt actgtattta 1920 

gtgtggcaga ataataacat cagtggcagg ccactgatta cttcatgact gccacgcatt 1980 

tacagattgg tgtcaaagac attcactatg tttttatggt tcatgttata tcctccccag 2040 

gytgacagcc ccttaaggcc ctcctttt 2068 



<;:io> 45 
<::ii> 1850 

<212> DNA 

<213> Homo sapiens 



:2 0 



< 2 2 1 

< 2 2 3 



mi sc_f eaturo 

Incyte Clone Number. 1490070 



<400> 45 

gggctgcctg 

a-:; f.ggccact 

gcgtcctcca 

ate ac tgagc 

tgagcttttt 

agacggcgcc 

ctggcgcctg 

aege c tgagg 

agcccacacg 

agacatggtg 

ggegcagate 

tgactccttg 

ectgegtgag 

gaagtatgag 

catggagtcc 

cf.tcgagcgc 

c aggc agtgc 

gctggagaag 

gc tgcaagag 

gctctccatg 

aggc tgeage 

gccccccgct 

cagccctggc 

a -igtcccaag 

ceocgagegg 

ggee :cacca 

g«:tggacctg 

gactgtggag 

aggaagggee 



cctgcc tgee 
gec tcccacc 
tcaccgcagg 
tccac tcct t 
cc tcccc tea 
ggccgggaag 
gece tccatc 
atgatgcccc 
ggc tacgagg 
gagctac tgt 
geaeggaagg 
aagcagcaaa 
gage tgcgga 
geegtcatgg 
aagaagacat 
attagegeca 
aaggac tegg 
gtccgggctg 
t t tgacegge 
cagtgtgtca 
atagacgecg 
ccggtgccc t 
atacagcegt 
accacttcgt 
aa tgagggtg 
geccaggagt 
tecgegggag 
aggaaeggge 
aggagcccc t 



tgee tgee tg 
cagggctggc 
tcggtgaggg 
cc tcatt t tg 
gaagc tec tc 

gggggee tgg 

aggccagcc t 
age tgcagt t 
tgetgetgea 
ggcagagggc 
caggtggcca 
tggagaatgt 
gtc tcgagga 
accgggtcca 
acgagcagaa 
acggccacca 
ccaccgaggc 
agtgggagca 
tgaccattc t 
aggatgatga 
acatcgacag 
accagaacta 
cctgcggcat 
t ggcagc t tc 
tc tacacagc 
accgggcgct 
aca tec tgga 
agcgtggct t 
teggace tgc 



gec eggeccg 
atccc tgc tc 
gctgggctgg 
c tgc tgattc 
tctggctcgt 
gccagccc tg 
gtggcaggag 
caaaga tgee 
gegge t tc tg 
ecaggeggag 
gaeggagate 
gggcagctca 
gt t tegtgag 
gaagagcaag 
gtgeegggae 
gaagcaggtg 
agagegggta 
ggagcacegg 
ccgcaacgcc 
gctctacgag 
t t tcatccag 
ttacgategg 
gataaagagg 
tgc tgegtec 
ca tegcagtg 
c tacga t ta t 
ggtga tec tg 
cgtccc tggt 
cc tgccagtg 



age tccagcc 
cc tgece tgg 
acaccagggc 
tagccccaaa 
ggctgee ttc 
ccaggac tgg 
agtgagc t tt 
t tt tggtgca 
gatggcagga 
gageggtacg 
aac tccc tga 
cacatccagc 
aggcagaagg 
ctgtcgctct 
gcgga cgacg 
gagaagagtc 
tacaggcaga 
accacc tgtg 
ctgtgggtgc 
gaagtgcggc 
gecaagagea 
gaggtcaccc 
ttctctggac 
acagagaccc 
caggaga tac 
acagegcaga 
gaaggggagg 
tec tacc tgg 
gagecagcag 



tgeetc t tec 
gtcccagact 
ccgccc tccc 
caaaacaggt 
tgag tgttgc 
gaegctge tg 
gccgcggcag 
gggac t tcac 
agatgtgcaa 
ggaaggagct 
gggcctcc tt 
tggccctgac 
agcagaggaa 
acaagaaggc 
eggagcagge 
agaacaaagc 
geattgegea 
aggee tttca 
acagcaacca 
tgacgctgga 
egggcacaga 
cgctgaccag 
tgc tgeaegg 
tgacccccac 
agggaaaccc 
acccagatga 
atggc tggtg 
agaagc t ttg 
tgcccccagc 



6 0 
12 0 
18( 
I 4 1 

3 0) 
360 
42 iJ 

4 8 0 
54 0 
6 0 0 

6 60 
720 

7 8 0 
340 
9 0 0 

9 6 0 
102 0 

10 8 0 



11- 
12i. 
12k 
131 

1 m y\ 



1440 

1 5 0 0 
1 5 6 0 
16^0 
1 6 8 0 
1740 
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PF-0565 PCT 



actgtcccca ccttgctagg gcccagaacc aagcgtcccc cagccccgag agggagcctg 1800 
tcgtctccca gggaataaag gagtgcgttc tgttctcaaa aaaaaaaaaa 1350 



<210> 46 
<::ll> 2534 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte Clone Number: 1997814 



<400> 46 

gaagagggga 

gaac tggaga 

gatgctogtc 

gtgaagaaaa 

gcgaggcagg 

gtgctccgtg 

aagcggcagc 

gaggcggagc 

aatgccgc ca 

tccaagcctt 

actgtggatg 

aagaacctgg 

cctcggggat 

agcaaacctg 

agcaactttg 

ccaacaagcc 

gate tgecca 

cgaagtgaat 

gaaggggcag 

agtggcagtg 

gagaacegga 

gacataaaaa 

catttataca 

acaegtc tac 

c t tc tgggta 

gtgactaggt 

tagt tec tat 

caacagc t tg 

tc tccac ttt 

aac tcaagta 

aagaacacaa 

a tgc tgggat 

gtgggaaagg 

ggggatttgt 

gggat t tat t 

gatgt taat t 

c tgcact agt 

a tgtgt tggc 

tea tggtaat 

taaaagaaaa 

teat t tgtaa 

tacaaggt ta 



tggagcaggg 
agt taaatca 
agaagttccg 
ttggcaaagc 
ctcagctgga 
ccgccaagga 
tcgactccgc 
agaccaagac 
tgggcegcat 
at t t tgaac t 
acc tgeagge 
agatgatc tc 
gcggtgt tgg 
agectgatge 
tgtc tgaaga 
cgtctgagat 
gccctgtgte 
geagegggge 
agaataaaac 
gtggcagcag 
tgaagcagc t 
tggtgcaga t 
tggaac tgga 
tc taaactgc 
agagc tc ttg 
tcacagcc 1 1 
gaaagaacca 
cttctctttc 
atcccacgat 
t taagagcac 
ttcattttca 
acccat taaa 
tgaatgccag 
ggctgtgggg 
c taagagaag 
tc tc tgtagg 
attccttaga 
aaaggctgtt 
gca ta 1 1 tag 
aagcaaccc t 
atctcttcat 
ttttgtactt 



gctggaggag 
gtccaeggat 
ctctgttctg 
tgtggaagac 
age tcagaaa 
gaccatc tec 
ctggcaggag 
caggagegag 
gegacage tg 
caaggcaaag 
caaac t gacc 
agatgagatc 
tgc cgagggc 
catt tctgtg 
tgac teggaa 
gec tgaccag 
cc tgtcagag 
c tec tcccct 
aagtgacaaa 
taagagccaa 
c tccc tacag 
tggctgattc 
gaacat tgtg 
tc taatgaag 
ggc tggt t t t 
tgtggaacat 
gage tgggaa 
tc ttctcacc 
atctaaatga 
atat tt t tga 
ccacc tctgg 
acca t tttc t 
tggggatgcg 
gagaaggttc 
tgcatgtgaa 
t tgtaac 1 1 1 
ggaaacag 1 1 
aatagtagt t 
agcac tgta t 
c tt tcaaact 
acaa tagtga 
gtc t taa tac 



gaaga^gagg 
gatatcaaca 
gttgaagcaa 
tccaagrcct 
gccacgcagg 
ctggccgagc 
atgetgaate 
c tggtgcata 
gagaagaaac 
tac tatgtgc 
ctggcaaaag 
cacgagcggc 
agcagcacat 
gecteggagg 
acccagtccg 
ttccctgcgg 
t ttgggatga 
gaatgtgaag 
gccaacaaca 
agcagcacc t 
tgctcaaagg 
atcc tgggee 
ccaataatca 
t ttcagtgac 
tcagagcaga 
teegtataac 
gatggctggg 
c tcagtt tgt 
aaaagaaaga 
cccagtggag 
tgttcagagg 
agaaggc tac 
gggggatgag 
tacagcataa 
gaatggt tgc 
aaaaataaat 
ctttaaagtt 
aagtgttaag 
ttttgtcttg 
gt taat tc tg 
cttc tttttt 
ac taagtgta 



tggatccccg 
gaegggagae 
eggtgaaac t 
ac tgggaggc 
act tccagag 
ageggctget 
acgccac tea 
aggagaegge 
tcaagagagc 
age tcgagca 
gcgagtacaa 
ggege tccag 
c tgtggagga 
cctttgaaga 
tgtccagc 1 1 
ttgtgaggcc 
tgt teccagt 
tagaacgagg 
accggggcc t 
cccc tgaggg 
gaagagatgg 
c tggccgatg 
t ttaatatat 
c ttgagggc t 
gttcttgttg 
ggcat tgtgg 
aagccaggcc 
atgggaaaat 
aaacccacae 
get taaaaaa 
gggc ttttaa 
catgagc tgc 
ggtaggaggg 
gee t tatcc t 
cactgttatt 
gaaat tat 1 1 
aggaaaggga 
ac tgc 1 1 1 tc 
t taagaaaat 
tcacagcc tg 
gac tgataca 
ataaaaaegg 



gatccaggga 
tgaac ttgag 
ggatgaac tg 
aeggagggtg 
ggecaeagag 
ggaggatgac 
gagggtcatg 
agecaggtae 
cat caacaag 
ac tgaaaaag 
gatggccctg 
tgccatgggg 
tc tgceaggg 
tgacagc tgt 
cagt teagga 
tggcagcctg 
gt tgggece t 
agacagggca 
eagcagtagc 
ccaggcc ttg 
aat ta z tgc t 
tgcata tcaa 
gecaaatett 
aaagat tgt t 
tgggcagac t 
aagcaa taac 
aaagtggggg 
ggagatgtcc 
acaaagcaaa 
aaaaaaatcc 
aaaagcgtgt 
ac 1 1 1 1 tggg 
ac t tatagaa 
gccagccaag 
agattgacaa 
aagggt tatg 
gta ggcaggc 
1 1 taacgt 1 1 
t tagca 1 1 tc 
tatattttag 
gtatcttaat 
c t tgagaaaa 



6 0 
1 2 0 
ISO 
?. 4 0 
3 0 0 

3 6 0 

4 2 0 
4 3 0 
54 0 
6 0 0 

6 6 0 
720 

7 3 0 
3 4 0 
9 0 0 

9 6 0 
1020 

1 0 8 0 
1140 
^ 2 0 0 

1 2 6 0 

13 2 0 
1 3 3 0 
1440 
1 5 0 ' 

15 6' 
162' 

1 6 3 C 
17, 
1 3 0 1 
1 3 6 ( 
1 9 2 ■:" 
1 9 3 
204', 

210 

21k 



1 4 0 ■- 
: 4 6 D 

^520 
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gttaaaaaaa aaaa 



2534 



<210> 4 7 
<.":1L> 3736 
<212> DNA 

<213> Homo sapiens 
<220> 

<22 1> misc_feature 

<223> Incyte Clone Number: 2299715 



<400> 47 

ccgtcc tcga 

gcggcc tggt 

t tggtggcaa 

cctctcctcc 

cacc tatgga 

agt t atggat 

gaaatactct 

tccaggacat 

agacc ttgtg 

cagagaaatc 

caagggccag 

gagtgctcag 

gatggctcct 

tgatctttgg 

tgacatgcat 

gtcaaaaaaa 

catgcagcgg 

tgaaaggcaa 

cgagaaagat 

tgaacaggaa 

agatttcctg 

gttactacag 

gagacagaag 

gagagagcgg 

aaagaggcgt 

agaagaagaa 

ggagcagcgg 

gcatgaccat 

aaggagcaag 

agcgcgagag 

cccactgcag 

tgagcccagg 

ctcctcaggg 

c tccggggaa 

cc tggaaaat 

tgc tga tctg 

caaagtaacg 

cgatgtggag 

g*: cater erg 

tga tgtagaa 

gac tcagtcc 

tatagacccc 

gggattttcc 



ggegaggaga 
ctgegge tga 
aaagggaaaa 
c tgegggate 
caagtc tata 
gtcac tgagg 
cat cacagaa 
gatgaccaac 
aagaacacca 
c tgaggggac 
aatgtg ttgc 
ctggacagga 
gaggtcatcg 
tc t tgtggca 
ccaatgagag 
tggtcgaaga 
ccc tctacag 
gt tagaatcc 
gaaac tgagt 
ggagagccaa 
agac tgeage 
gagcaacagc 
eggattgage 
gaagctagaa 
c tagaggagt 
aagaggagag 
cac ttggaag 
aggaggcege 
ccaagc ttcc 
gt tec tgtga 
ggcagtgggc 
cttctgtggg 
tccagcaact 
cget tcagag 
gcagtgaaaa 
accgcac tgg 
gactactcc t 
caggaagggg 
aa 1 1 tgagca 
agtgagccgg 
gc tagtagca 
agat tac tac 
tgtgatggga 



gtaccgggcc 
gatacacaga 
tggegaaega 
c tgc tgggat 
agggtcgaca 
atgaagagga 
acat tgcaac 
tctggct tgt 
aagggaacac 
tggcacatc t 
tgactgagaa 
c tgtggggcg 
cctgtgatga 
t tac age c a t 
cac tgt t tc t 
agt tt t t tag 
agcagctttt 
agcttaagga 
atgagtacag 
gttccattgt 
aggagaacaa 
teegggagea 
agcagaaaga 
ggcagcagga 
tggagagaag 
ttgaaagaga 
tec t tcagca 
acccgcagca 
atgc tcccga 
gaacaacatc 
agcagaatag 
agagagtgga 
caggatccca 
tgagatcatc 
aacctgaaga 
ccaaagagc t 
catccagtga 
c tgacgagt c 
atggtgaaac 
cca tgacccc 
cac tccagaa 
agatt tctcc 
tgagaccaga 



ggcccggc tg 
gcgacagaga 
ctcccctgca 
tt: tgagc tg 
tgt taaaacg 
agaaatcaaa 
atat tatggt 
tatggagt tc 
ac tcaaagaa 
tcacat tea t 
tgcaggggtg 
gagaaatacg 
gaacccagat 
tgagatggca 
cat tcceaga 
1 1 1 tatagaa 
gaaacatcct 
tea tatagat 
tgggagtgag 
gaacgtgcc t 
ggaacgttcc 
ggaagaatat 
acagaggega 
acgtgaacag 
gcgcaaagaa 
acaggagtat 
gcagctgctc 
c tegcagcag 
gcccaaagcc 
tcgctcccct 
ccaggcagga 
gaagctggtg 
gcccgggtc t 
atccaagtc t 
taaaaaggaa 
tcgagcagtg 
ggagtcgggg 
ca cc tcagga 
ggaatctgtg 
a tccaaggag 
acacaaatc t 
a tc tagegga 
agecataagg 



ccgcgcgagg 
catttattgt 
aaaagtc tgg 
gtggaagtgg 
ggtcagt tgg 
ctggagataa 
gc t ttcatca 
tgtggggctg 
gac tggatcg 
catgtgat tc 
aaac t tgt tg 
t tcataggca 
gccacc tatg 
gaaggtgc tc 
aaccctcctc 
gggtgcctgg 
tttataaggg 
cgtaccagga 
gaagaagagg 
ggtgagtc ta 
gaggc tct tc 
aaaaggcaac 
egge tagaag 
cgaaggagag 
gaagaggaga 
ateaggegae 
caggagcagg 
ccgccaccac 
cac tacgagc 
gttctgtccc 
cagagaaac t 
cccagacctg 
caccc tgggt 
gaaggc tctc 
gt t ttcagac 
gaagatgtac 
aegaegga tg 
ccagaggaca 
aaaacca tga 
ggcac tc taa 
tec tcctcc t 
acaacagtga 
caagatcc ta 



agegeggteg 
tatttgtttt 
tggacatcga 
ttggaaatgg 
cagccatcaa 
atatgetaaa 
aaaagagece 
ggtccattac 
c t tacatc tc 
acegggatat 
actttggtgt 
ctccc tac tg 
attacagaag 
cccc tc tc tg 
cccggctgaa 
tgaagaat ta 
ateagecaaa 
agaagagagg 
aggaagtgee 
ctct tegecg 
ggagacaaca 
tgc tggcaga 
agcaacaaag 
aacaagaaga 
ggagaeggge 
agctagaaga 
ccatgttac t 
cgcagcagga 
c tgc tgaccg 
gtcgagat tc 
ccaccagtat 
gcagtggcag 
c tcagagtgg 
catctcagcg 
ccc teaagee 
ggccacctca 
aggaggacga 
ccagagcagc 
t tgtcca tga 
tcgtccgcca 
t tacacc 1 1 1 
ca tc tgtggt 
cceggaaagg 



60 
120 
130 
240 
3 n0 
360 
42 0 
480 

5 4 0 

6 0 0 

6 6 0 

7 2 0 
730 
340 
9 0 0 
'.'60 
1020 
1080 
11^-0 

12 0 0 

1 2 6 0 
1320 
L3 30 
1440 

15 0 0 
1560 
1620 

16 3 0 
1740 

1 3 0 0 
1360 
1920 
1930 
2040 
2.0 0 

2 1 6 0 
2 2 2 0 
2 2 3 0 
2 3 4 0 
2 4 0 0 
24ii0 
2 5 2 0 
2530 
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PF-0565 PCT 



ctcagtggtc 
taaa tacaag 
gc tagtgggt 
tcctc t tatc 
ggtgacaata 
taaaatact t 
tttggaagga 
tgctt tgaag 
ggcct ttaag 
tgtggattca 
accccatgca 
agatgagggg 
gggagagatg 
gaaggccata 
aagggctcaa 
tcggtctggt 
c tggtagaag 
c ttggaat tc 
gtgcagacc t 
atccccat. tc 
c tgt ta 



aa tgtgaa tc 
aagaggt t ta 
acagagagtg 
aaccgaagac 
tctggcaaaa 
cacaatgatc 
tgtgtacat t 
agttctgtgg 
teat ttggag 
ggatcagtc t 
atcatcatcc 
gt t tatgtaa 
cc tacatcag 
gagatccga t 
agac taaaat 
ggcagcagtc 
cagtgtgatc 
c ttgtaac tg 
catgtgt tgg 
tttttttttt 



c taccaacac 
ac tc tgagat 
gec tgatgc t 
ga 1 1 tcaaca 
aggataagt t 
cagaagt tga 
a taaagt tgt 
aagtc tatgc 
aat tggtaca 
a tgacat t ta 
tccccaatac 
acacatatgg 
tagcatatat 
c tgtggaaac 
tc t tgtgtga 
aggt t tat 1 1 
cagggat tac 
gage teggag 
gttctc tccc 
tc t tac tcca 



taggecacag 
tctgtgtgc t 
gc tggacaga 
aatggacgta 
acgtgtctac 
gaagaagcag 
aaaatatgaa 
gtgggcacca 
tggatcc tgt 
tc taccaaca 
agatggaatg 
aagga tcacc 
tcgatccaat 
tggtcac t tg 
aegcaatgae 
catgacctta 
tggcctccag 
c tgc accgag 
ctccttcctg 
aaataaatca 



agtgacaccc 
gec t tatggg 
agtggccaag 
cttgagggc t 
tatttgtcc t 
ggatggacaa 
agaatcaaat 
aagecatate 
gc tggattcc 
catatccagt 
gage t tc tgg 
aaggatgtag 
cagacaatgg 
gatggtgtgt 
aagg tgttct 
ggcaggac t t 
agtcttcaag 
ggcaaccagg 
ttcctcttat 
aggc tgcaat 



eggagatteg 
gagtgaat 1 1 
ggaaggtc ta 
tgaatgtc 1 1 
ggt taagaaa 
ccgtagggga 
ttctggtgat 
acaaatt tat 
atgc tgttga 
gtagcatcaa 
tgtgc tatga 
t tc tacagtg 
gc tggggaga 
teatgeacaa 
ttgeetc tgt 
c tc t tc tgag 
atcctgagaa 
acagc tgtgt 
ataccagtt t 
gcagctggtg 



2 6 4 0 

:": 7 n o 

2 7 0 0 

:": p 2 o 

1": 9 4 0 

3 '. 
3 1") <■ 
2- 1 . 

3 : 3 o 

2 2 4 0 

3 2 0 0 
3 160 
-j *± ^ 

2 4 3 0 



?■ 6 6 0 

3 7 *' 0 

.3730 
3 7 3 6 



<210> 48 
<211> 1182 
< 2 1 2 > DNA 

<213> Homo sapiens 
<220> 

<2 2 1> mi sc_f eature 

<223> Incyte Clone Number: 209854 



<400> 48 

gttggtgaag 

teggecatat 

cacacccc t t 

ctcgattgtc 

agggegctga 

actacc taca 

agaaaagaat 

c tttgttcaa 

aaaatggatg 

aagtcaagga 

aaatcaaaca 

atggaggcaa 

atgaaaact t 

t tggtaaaga 

ccaac tgee t 

gataaaacac 

ettgeacaga 

teatgecaaa 

ayacttgatt 

agtgcc t tac 



teaagegaag 
taataaagag 
c t tcccactc 
cagcctc tgc 
atgagtggga 
acaagcacat 
gggt tegee t 
agcactt tga 
c tgt tccaac 
ate t t ttgaa 
t tagtagtca 
aaaagaggat 
gee tacaaaa 
at t tagaagc 
taagcagtc t 
tgc taagtc t 
gettgatgee 
attcattatt 
acaaaagaat 
at tagaat ta 



gegae tagag 
aaagggaagg 
cgc tc tcacg 
cagaagaaag 
aagggaaatg 
taacatcagc 
ggttaggcgc 
agcctcctgt 
cat t t t tgat 
gaaaaacaac 
gcaagtac ta 
cat taaac tg 
ggaaegcaga 
aaatagtgta 
tec t ttggaa 
aaatc taaaa 
tatccttcat 
taataaagt t 
aaaaaac t tc 
eggactttea 



c tccaggagg 
c tgaccgtcc 
actaagctc t 
cttagcagcc 
ccgaccaat t 
ttccacaggt 
aaaaattt tg 
tttgacctaa 
tt t tgtaccc 
agttgttc tc 
c ttgaacaca 
gaaaaagaaa 
gcaactcgaa 
t tacctaaag 
gattttaaga 
cagaccaaga 
tcttttcaga 
1 1 ac t tgaag 
atatggaaat 
aaac tatgat 



gecagtte tg 
ttcgee tccg 
cacgat taag 
agcgcctcag 
gcgctgcggc 
ttcctttgga 
tgccaggaaa 
caggacaaac 
atataaagtc 
cagctggacc 
getatgee tt 
tagcaagc tt 
gatggatcaa 
gtacatcaga 
tec ttgaaca 
gtacc t teat 
agtaaagata 
taaca t tac t 
1 1 tat t cgaa 
aa 



tgggctc tag 
cccccacata 
gcacgcctgc 
tagagacc ta 
gggc tgtgcc 
tec taaaaga 
acacac t tt t 
tcgacgact t 
tatgaaac tc 
atctaatt ta 
taggaatcc t 
aagaagaaaa 
agccacgtgt 
acacatgt ta 
agatcaacaa 
tta.aat ttag 
a t tatggcac 
gaat t tgtga 
aa tgagtgga 



6 0 
1 2 0 
130 
240 

o 

36 0 
4 2 0 
43 0 
54 0 
6 0 0 

6 6 0 
72 0 

7 30 
340 
9 0 0 

9 6 0 
102 0 

10 3 0 
114 0 
1132 



<210> 49 
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< 2 1 1 > 1 6 7 6 
<;:12> DNA 

<213> Homo sapiens 
<22 0> 

<221> misc_f eature 

<22 3> Incyte Clone Number: 13 84286 



< 4 U 0 > 4 9 

tccjccgagcc 

gagtaccagc 

aagc tc tgca 

agagatcacc 

atcgtgcgtc 

gtcactggtg 

gccagtcac t 

gtccacagag 

gtgaagc tgg 

ggtttcgctg 

aagcccgtgg 

ccct tctggg 

ttcccgtccc 

c cgaccatca 

tgccaacgct 

aagt tcaatg 

aacttctcag 

aatagcacca 

cuggagtctt 

caggagatca 

gc c tacgcga 

c tggttgaag 

aagccgatcc 

tgcatcgctt 

cagtc tgagg 

cactgctcgg 

acagagt tgg 

gtgtctgcct 



cgtccgccgc 
tctacgagga 
ccggccatga 
agaagctgga 
tccacgacag 
gggagctctt 
gtatccagca 
acctcaagcc 
cagac t tcgg 
gcacaccagg 
acatctgggc 
acgaggacca 
c tgagtggga 
accctgccaa 
ccacggtagc 
ccaggagaaa 
cagjcaagag 
aaaacagtgc 
c tgacagtgc 
ttaagaccac 
aaatctgtga 
ggatggactt 
acacgaccat 
acatccggct 
agacccgcgt 
gcgcgcc tgt 
tgt t tggagc 
cgt cccctcc 



cgccatggcc 
tattggcaag 
gtatgcagcc 
gagagaggct 
catc tccgag 
tgaagacatt 
gatcc tggag 
ggagaacctg 
cctagctatc 
c tacc tgtcc 
a tgtggggtg 
gcacaagctg 
caccgtcact 
gcgcatcaca 
at ccatgatg 
gc tcaaggga 
t ttac tcaac 
agccgccacc 
caataccacc 
ggagcagc tc 
cccagggc tg 
ccacagat tc 
cc tgaaccca 
cacgcagtac 
gtggcaccgc 
ggccccgc tg 
ccgactgccc 
cctggtgcc t 



accacggtga 
ggggc t t tc t 
aagatcatca 
cggatc tgcc 
gagggcttcc 
gtggcgagag 
gccgttctcc 
cttc tggcca 
gaggtgcagg 
cctgaggtcc 
atcc tgtaca 
taccagcaga 
cc tgaagcca 
gcccatgagg 
cacagacagg 
gcca tec tea 
aagaaagcag 
agccccaaag 
atagaggatg 
ategaggecg 
acc tcgtttg 
tact tcgaga 
cacgtgcacg 
at tgaeggge 
cgcgacggca 
cagtgaagag 
tcgggcacac 
gtgtc tgcag 



cc tgcacccg 
c tgtggtccg 
acaccaagaa 
gec t tc tgaa 
ac tacc tggt 
agtac tacag 
e t tgtcacca 
gcaagtgcaa 
gggaccagca 
ttegcaaaga 
tec tgc tegt 
tcaaggctgg 
aaaacc teat 
ccc tgaagca 
agac tgtgga 
ccaccatgc t 
atggagtcaa 
ggaege t tec 
aagacgctaa 
teaacaaegg 
agee tgaagc 
acc tgc tggc 
tcattggaga 
agggccggcc 
agtggcagaa 
c tgcgccctg 
ggee tgcc tg 
aaaaacaagc 



c ttcaccgac 
aege tgtgtc 
gc tgtcagee 
gcat tccaac 
c t tcgatc tg 
cgaggctgat 
aatgggggtc 
aggggctgea 
ggcatggt 1 1 
ggegtaegge 
gggc taccca 
tgcc tatgac 
caaccagatg 
cccgtgggtc 
gtgtc tgaaa 
ggccacacgg 
gccccatacg 
tec tgccgcc 
ageceggaag 
tgac 1 1 tgag 
ac tgggcaac 
caagaacagc 
ggatgccgcc 
ccgcaccagc 
cgtgcac t tc 
gtt tegcegg 
tcgcatgtt t 
ccaac t 



60 
120 
1 3 0 
24 0 
3 0 0 

3 60 
42 0 

4 3 0 
54 0 
6 0 0 

6 6 0 
72 0 

7 3 0 
84 0 
9 0 0 
9 6 0 
1020 
1 0 3 0 
1140 
1 2 0 0 
1260 
13 2 0 
13 SO 
1440 
a 5 0 0 
1560 
1620 
1676 



<210> 5 0 

<211> 1597 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc__f eature 

<2 2 3> Incyte Clone Number: 1512 6 56 
<400> 50 

tcggccttcg gaaagacccc egggcegggg caeggagaga gccgagcgcc gcagccgtga 6'i 

gecgaataga geeggagaga cccgagtatg aceggagaag cccaggccgg ceggaagagg 1 2 1 

agccgagcgc ggceggaagg aaccgagccc gtccgaaggg ageggacgea gcctggcctg IS 1 

gggcccggtc gagcccgcgc catggcggcc gaggegacag ctgtggccgg aagegggget 24' 

gttggcggct gccrggccaa agaeggcttg cagcagtcta agtgcccgga cactacccca 3 0'. 

aaaeggegge gcgcctcgtc gctgtcgcgt gacgccgagc gccgagccta ccaatggtgc 3 •:> 1 

egggagtact tgggegggge ctggcgccga gtgcagcccg aggagctgag ggtttacccc 42' 
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gtgagcggag 
gttggcgagg 
gactccctgg 
cagctgtacg 
aaaac tcaag 
t t tcatggca 
cggtacctaa 
gagatgtaca 
tcgccagtcg 
ccagaaaatg 
ggctttgaca 
cctttctaca 
cgtcattacc 
ctggaagaag 
ggtctgtggt 
gcccagtctc 
tcatcctgac 
tggagggagg 
gaggttcagg 
agccccgtgc 



gcc tcagcaa 
agccccggga 
tgc tagaaag 
gagtcttccc 
agcttcgaga 
tggagatgcc 
aacagatcca 
gcc tgaagga 
tcttctgcca 
ctgacagcct 
ttgggaacca 
aagcaaggcc 
tggcagaggc 
at t tgc tggt 
ccatcc tcca 
ggttccagtt 
tccaccctcc 
aacaacgagc 
agaccggcc t 
tgtgtatgta 



cc tgc tc t tc 
ggtgcttctg 
cgtgatgt tc 
agagggccgg 
gccagtgttg 
1 1 tcaccaag 
ggacc tgccc 
tgagatgggc 
caatgacatc 
catgctggtg 
tttttgtgag 
cacagac tac 
aaagaaagg t 
agaagtc agt 
ggcatccatg 
ctac ttccag 
cac tec t tgg 
agaaggece t 
gt tec tgagt 
acacaataaa 



cgc tgc tege 
egge tgtacg 
gecatae ttg 
c tggaacagt 
tcagcagcca 
gagccccac t 
ccaac tggee 
aacc tcagga 
caggaaggga 
gacttcgagt 
tgggt t tatg 
cccactcaag 
gagaccctc t 
eggtatgetc 
tccaccatag 
cagaaggggc 
atttctcctg 
ggegae tggg 
ttgagtaggt 
caagc tg 



tcccggacca 
gagecate 1 1 
eggageggtc 
acatcccaag 
ttgccacgaa 
ggctgt t tgg 
tccc tgagat 
agttac taga 
aca tc t tgc t 
acagcagt ta 
at tatac tea 
aacagcagtt 
cccaagagga 
tggcatccca 
aatt tggt ta 
age tgaccag 
gagee tccag 
c tgagccccc 
ccccatggc t 



cctgcccagc 
geagggegtg 
gctggggccc 
teggecat tg 
gatggcgcaa 
gacca tggag 
gaacc tgc tg 
gtctacccca 
gctc tcagag 
taac tatagg 
cgaggaa tgg 
gcattttatt 
gcagagaaaa 
tt tc t tc tgg 
cttggac tat 
tgtccac tec 
ggcaggac c t 
aagtgaaac t 
ggcaggccag 



4 8 0 
54 0 
6 0 0 

6 6 0 
7 ;": 0 

7 8 
84 
9 0 
9 6 
10 



0 



1080 
1140 
110 0 
1260 
1320 
13 8 0 
1440 
1 5 0 0 
15 6 0 
1597 



<210> 51 
<211> 2145 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte Clone Number: 2098635 
<400> 51 

cccacgcgtc eggacagett gacccagttt gctttccaat caaagggcat ttatr.ttgaa 60 

tgtctctttg tggegcaaga gccaacgcaa aaatgatggc ggcttaeaat ggeggtacac .'.20 

ctgcagcagc agcaggtcac caccaccacc atcaccacca ccttccacac ctccctcctc 180 

ctcacctgct tcaccaccac caccctcaac accatcttca teeggggteg gctgccgctg 240 

tacaccctgt acagcagcac acctcttcgg cagctgcggc agccgcagca gcggctgcag 300 

ctgeagceat gttaaaccct gggcaacaac agecatattt cccatcaccg gcaccggggc 360 

aggctcctgg accagctgca gcagccccag ctcaggtaca ggctgccgca getgetacag 420 

ttaaggegea ccatcatcag cactcgcatc atccacagca gcagctggat attgagcegg 480 

atagacctat tggatatgga gcctttggtg ttgtctggtc agtaacagat ccaagagatg 540 

gaaagagagt agegctcaaa aagatgecca acgtcttcca gaatctggtc tettgeaaaa 600 

gggtcttccg ggaattgaag atgttgtgtt tttttaagca tgataatgta ctctetgccc 660 

ttgacatact ccaacctcca cacattgact attttgaaga aatacatgtt gtcacagaat 720 

tgatgeagag tgacctacat aaaattatcg tctctcctca accactcagc tcagateatg 780 

tcaaagtttt tctttatcag attttgegag gtttgaaata tctccattca gctggcattt 340 

tacatcgaga cattaageca gggaatctcc ttgtgaacag caactgtgtt ctaaagattt 900 

gtgattttgg attggecaga gtggaagagt tagatgaatc ccgtcatatg actcaggaag 960 

ttgttactca gtattategg gctccagaaa tcctgatggg cagccgtcat tacagcaatg 102C 

ctattgacat ctggtctgtg ggatgtatct ttgeagaact actaggacga agaatattgt 1030 

ttcaggcaca gagtcccatt cagcagttgg atttgatcac ggatctgttg ggcacaccat 1140 

cactggaagc aatgaggaca gcttgtgaag gegctaagge acatatactc aggggtcctc l.;.)0 

ataaacagee atctcttcct gtactctata ccctgtctag ccaggctaca catgaagctg 1.J60 

ttcatctcct ttgcaggatg ttggtctttg atccatccaa aagaatatcc gctaaggatg 1320 

ccttagccca cccctaccta gatgaagggc gactacgata tcacacatgt atgtgtaaat 1330 

gttgetttte cacctccact ggaagagttt ataccagtga etttgagect gtcaccaatc 1440 
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ccaaatttga tgacactttc gagaagaacc tcagttctgt ccgacaggtt aaagaaatta 1500 

ttcatcagtt cattttggaa cagcagaaag gaaacagagt gcctctctgc atcaaccctc 15 ; 50 

agtctgctgc ttttaagagc tttattagtt ccactgttgc tcagccatct gagatgcccc 1620 

catctcctc: ggtgtgggag tgatggtgga agataatgta ctactgaaga tgtaatgtag 163f 

ctttccactg gagtctggga tttgcaattc tggaggttaa tcatgcttgt actgtaattt 1 T 40 

tactaatgaa gttttaaatt aacaaccact acttgtatga tatgaataat atttagaaat 1800 

gttactagac ttttaatctt gtaaagtggt tgtgctttta gaagaaaaat attttaccca 1800 

gagttgcaca tgttttatga atttagtgca gctgttatgg ctcacctcag aacaaaagag 19. 

aattgaacca aatttgggag tttggggttt tatgttttgt ttttcttttc taaaatgaag 1030 

tgagattgtt cacacacaca cacacacaca cacacacaca cacaaacaca aaggacagtc 2040 

atacattttg atatttgagc cattcctaaa gatttggggt tttctaaaac taaagaatct 21 0( 

aggaaccttg cctgcgacca atcatggagc cacgtgagct gatcg 21 4^ 



<210> 52 

<211> 1454 

<212> DUA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte Clone Number: 244 6 64 6 



<400> 52 

gggttcgaat 

gtctcgctgg 

ace tccgacc 

agggatcagt 

t Lcaac tcca 

tggggtaaat 

tgtaaaaaag 

aatggatgaa 

ttttactgaa 

tctaaatgac 

aa 1 1 1 taaaa 

actgcttcat 

taaaatctgt 

tgaggcttgt 

tgttattact 

trtatcgatt 

tgaaagtgat 

tatggaagaa 

tgaagaccc t 

c tagtgar.ca 

acatagttac 

cttgttaaca 

t':ggaatr.gt 

c ';gc tcatgc 

atgaccatta 



tgcaacggca 
gggccgc teg 
tttcc ttcca 
aatt tcaaga 
ac tataaata 
gtgtacctaa 
at taatcc ta 
gctaagattt 
gecaa tgatg 
t taatagaag 
gt tgc tttga 
ggagacataa 
gatgtaggag 
tacat tggca 
gacaaggcag 
ccacacat ta 
t t tgatgatg 
c tggatgaat 
aaagatcgtc 
tc tcagc tga 
tatcagtagt 
tatggataac 
actgggtttt 
tgac t taaaa 
cttt 



gc tgeeggge 
ggaccaattt 
ggcggtgaga 
caccaagcaa 
tcccggcc tc 
tgaaaagatc 
tatgtaatga 
tgaaaagect 
gcagtc tgtg 
aacgatataa 
atatggcaag 
agtct tcaaa 
tctctctacc 
cagagecatg 
acatat ttgc 
ate tt tcaaa 
aagcatac ta 
cataccagaa 
c t tc tgc tgc 
agtgtggc tt 
tattagactc 
tat ttc taat 
ctgtaaagtt 
cac tagcagt 



gtatgtgt tg 
tgaagaggta 
ctctggactg 
attatcagaa 
teegtt tatg 
tccaagaggt 
teat tatcga 
tcatcatcca 
tc ttgc tatg 
agccagccaa 
agggt taaag 
tgttgtaatt 
ac tggatgaa 
gaaacccaaa 
etttggcett 
tgatgatgat 
tgcagcgt tg 
agtaat tgaa 
acacat tgt t 
gcgtaaataa 
taaaattggc 
atgaaatatg 
ttagaaacta 
aaaaege tgt 



gtgc tagagg 
c t tggccacg 
agagtggc t t 
aaaaagaaat 
cagaagc ttg 
ttgtctcatt 
agtgtgtacc 
aacat tgttg 
gaatatggag 
gatcc ttttc 
tatc tgeace 
aaaggegatt 
aatatgactg 
gaagc tgtgg 
ac tttgtggg 
gatgaagata 
ggaactaggc 
c tct tc tc tg 
gaagc tc tgg 
ctgtttattc 
atat ttgagg 
c tta tat tgg 
gc tacataag 
aaac tgtaac 



cage tgcagg 

tcacaatgga 
c tgtattatg 
gc t ttggtac 
ctcct tgggc 
aaaagagac t 
gt tatcgtgc 
gtgaoaagtc 
cagcagccat 
aagaaaagaa 
t tgaaacaat 
tgac tgaccc 
aggagaatgg 
aaatgatgac 
aaac t tttga 
cacctat taa 
tatgeae taa 
aaacagatgt 
caaaatattt 
accatagtt t 
c tataagcac 
tac tttgata 
attaaat tga 



6 0 
12 0 

1 8 0 

2 4 0 

3 0 0 
3 6 0 
420 
480 
540 
6 0 0 

6 6 0 
720 

7 3 0 
840 
9 0 0 
960 

1 0 2 0 
1 0 3 0 
1140 
12 0 0 

12 6 0 

1 3 2 0 
1330 
1440 
1454 



<.:10> 5'. 

<21L> 3225 

<2 12> DIIA 

<Jl3> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte Clone Number: 2764911 



<400> 53 
tggagcaggg 
gaggagcgag 
gccgccgcac 
tc tec tgggt 
gagggtggca 
cage tec tea 
9 tgggaa tag 
t ttctagt tc 
aaaaaggcaa 
gtcctggaac 
gaaaccaaac 
tc tcaaagag 
gece tcgaac 
c tact tgatt 
gc tgatgaaa 
at tgtcagag 
c taa tgtatg 
caagc tgaga 
get ttagega 
tgtggtccac 
gatgat ttag 
gatgtgagta 
ctgccccaga 
ttcaagcgta 
ggagtgacaa 
gacctagatt 
gtgcataaaa 
aatac tcaaa 
t tgcatgaag 
ggagaactgt 
atcatgagga 
gatctgaaac 
attgattttg 
ttcacccttc 
gacc tgtgga 
tc tcatgacc 
ggagatt tct 
atccaaggac 
aatgaatggc 
c taggatc tt 
aaatacaaga 
agaaaaatga 
cattcttctt 
aatcc tgccg 
gcatggtagg 
cgatctt tta 
atttt tttca 
ac tgtgaata 
tct tgaaaga 
tcacaggt 1 1 
ctt tgect tg 



ggcggtttgg 
ccgtgcggcc 
cccgactcct 
tcccc tegta 
geageggegg 
c tgtcaagca 
aaaat tt tga 
gtaaaataag 
caategttea 
acattaggca 
ttcatctcat 
agegtttcac 
atctccacaa 
etaatggeca 
ctgaaagagc 
ggggagat tc 
aattactaac 
tatc taggag 
aagacctaat 
gtgatgeaga 
ccgccaaaaa 
act t tgcaga 
gt tc tgagaa 
atgeage tgt 
atgttgccag 
tgaaggacaa 
aaagtaacca 
aggaaataac 
t t t t tcatga 
t tgagegcat 
agcttgtttc 
ctgagaattt 
gat t tgcacg 
attatgeege 
gcttgggcgt 
gaagt ttgac 
cctttgaagg 
ttctcacagt 
tacaagatgg 
ccggagctgc 
gagaggggtt 
aaaagactag 
cctctcattc 
acagcaa taa 
agtgtatcag 
tgcttttaaa 
ggaaaaccLg 
gagcacatat 
gcaaaggt tc 
tccaga tg tc 
tggacaa tgt 



t tgcgcggta 
agagegggaa 
ggggecgegg 
gcgacccgcg 
cgccgcgggg 
cgagc tgegg 
gctcctgaag 
tggecatgat 
aaaggccaaa 
gtcgecat tt 
t ttagattat 
agagcatgag 
gttgggga tt 
tgtggtgc tg 
atattccttt 
aggacatgac 
tggagcatct 
aatattaaaa 
teagegtc tt 
tgaaatcaaa 
agtgcctgca 
agagt tcaca 
gc -gt ttcag 
catagaccc t 
gagtgcaatg 
acccc tggga 
age t tttgea 
age tc tggaa 
tcagc ttcac 
taagaaaaag 
age tgtaagc 
attgt tcacc 
gc taaageca 
cccagagc tc 
cattt tgtac 
gtgtaccagc 
agaagectgg 
agatccaaac 
aagtcagc tg 
cgtgcatacc 
ttgee ttcag 
caccagtacc 
teaeggtaaa 
cccggagaec 
tgatccat tg 
aatgt ttccc 
t ttggttatc 
tactcttttt 
ctgtaaattt 
tgccaacaag 
gggtttttga 



c tagcggtgc 
agagac tegt 
cagegge tgc 
ggatcggaaa 
accagcgcgg 
actgc taatt 
gtcc taggaa 
ac tggaaagc 
accacagagc 
t tggtaacat 
a taaatggtg 
gtgeagat tt 
atatategtg 
acagat t t tg 
tgtggaac ta 
aaggcagt tg 
cct ttcac tg 
agtgagcc tc 
t tgatgaaag 
gaacatc tct 
ccat ttaagc 
gaaatggatc 
ggc tattcct 
c ttcagtttc 
atgaaggac t 
gaaggtagt t 
gtcaaaa taa 
c tctgtgaag 
aegt tte tag 
aagcac t tea 
caca tgcatg 
gatgaaaatg 
ceggataate 
t tgaatcaga 
acaatgttgt 
gcggtggaaa 
aagaatgtat 
aaaaggc tta 
tec tccaatc 
tgtgtgaaag 
aatgttgata 
gagacacgea 
ac tacaccca 
c tct tccagt 
cacc tt tatt 
gt tggt c tea 
ctcattcaaa 
agcaacc tag 
aa t tagggc t 
aaatgac tea 
aatt tgeace 



ccgccgaatg 
ct ttgegtec 
gaggggaegg 
aaaaggagaa 
aeggeggega 
tgacaggaca 
c tggagc t ta 
tgtatgecat 
atacaaggac 
tacattatgc 
gtgaac tt 1 1 
atgttggaga 
ata:taagct 
gtctgagtaa 
t tgaatacat 
actggtggag 
ttgatggaga 
catatcccca 
atcccaagaa 
tc t ttcagaa 
cagtcat teg 
ccac t tattc 
ttgttgc tec 
acatgggagt 
c tccattcta 
tttcaatttg 
tcagcaaaag 
gacaccccaa 
tgatggaac t 
gtgagacgga 
atgt tggagt 
acaatttgga 
agcccc tgaa 
aeggctaega 
caggacaggt 
tcatgaagaa 
cccaagaggc 
aaatgtctgg 
c tc tgatgac 
caaccttcca 
aggcccc t t t 
gcagttccag 
ccaagacac t 
tc teggae tc 
cce tcagea t 
ttggaatctg 
agcactggac 
catgatgeca 
agatttgagc 
tac tgtgatg 
c t tcaaacaa 



gggaggaggc 

gagt tc tgga 
gcgtccgc tg 
gatggaggag 
eggaggagag 
tgc tgagaag 
tggaaaagta 
gaaagt t ttg 
agaacgacaa 
t ttccagaca 
tacccatctt 
gattgtgctt 
tgagaatat t 
ggagtttgtg 
ggcaccagat 
tttgggtgtt 
aaaaaat tec 
agaaatgagt 
gagattggga 
aataaattgg 
agatgaat ta 
tcccgcagcc 
ttccatccta 
tgaaegtec t 
tcaacactat 
tcgaaagtgt 
gatggaagee 
tat tgtgaag 
tctgaatgga 
agccagctac 
ggtgcacagg 
aat taaaata 
gaetceatge 
tgagtcc tgt 
tccc t tccaa 
aattaaaaag 
taaagat t tg 
cttgaggtac 
teeggatatt 
cgee tttaac 
ggctaagaga 
tgagagttcc 
gcagcccagc 
ag tagc ttag 
atgectgagg 
ec tec taatg 
agagaa tgt t 
acaagactat 
tgcttgtaag 

tga t tta tea 



60 
120 
180 
240 
300 
3 60 
42 0 
480 
64 0 
6 0 0 
6 6 0 



3 4 0 
'? 0 0 
7 6 0 
1 0 2 0 
1 0 8 0 
114 0 
1 2 '.) 0 

12 6 0 
L ?> 2 0 
1 3 8 0 
±44 0 
1 5 0 0 
15 6 0 
1620 
1 6 8 0 
1740 
180 0 

13 6 0 
1020 

1 3 3 0 

2 04 0 
2 10 0 
2 16 0 
2 32 0 
2 33 0 
2340 
2 4 0 0 
246 0 
2 52 0 
2 53 0 

2 64 0 

3 7 0 0 
.:7 6 0 
7 8 3 0 

J 7 4 0 

3000 
3060 
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PF-0 5 65 PCT 



gagaaagggg tctgttttca aaaaagattc tgtaatgaat tttatgtgtg gcatatactt 3120 
attccttgag agaagatttt aacttattgt ttttatttta tggttacata tgatgataac 3180 
ctgctattat taaacttttt ctaaaaagtg aaaaaaaaaa aaaaa 3225 



<210> 54 
<Jll> 2110 
< J 1 2 > DN A 

<213> Homo sapiens 
<2 2 0> 

<2 2 1 > mi sc^feature 

<223> Incyte Clone Number: 3013946 
<400> 54 

tcgccgagcc cgtccgccgc cgccatggcc accacggtga cctgcacccg cttcaccgac 60 

gagtaccagc tctacgagga tattggcaag ggggctttct ctgtggtccg acgctgtgtc 120 

aagctccgca ccggccatga gtatgcagcc aagatcatca acaccaagaa gctgtcagcc 180 

agagatcacc agaagctgga gagagaggct cggatcngcc gccttctgaa gcattccaac 240 

atcgtgcgtc tccacgacag catctccgag gagggcttcc actacctggt cttcgatctg 3 00 

grcactggtg gggagctctt tgaagacatt gtggcgagag agtactacag cgaggctgat 360 

gccagtcact gtatccagca gatcctggag gccgttctcc attgtcacca aatgggggtc 420 

gcccacagag acctcaagcc ggagaacctg cttctggcca gcaagtgcaa aggggctgca 430 

g^gaagctgg cagacttcgg cctagctatc gaggtgcagg gggaccagca ggcatggttt 540 

ggtttcgctg gcacaccagg ctacctgtcc cctgaggtcc ttcgcaaaga ggcgtatggc 600 

aagcctgtgg acatctgggc atgtggggtg atcctg'caca tcctgctcgt gggctaccca 660 

cccttctggg acgaggacca gcacaagctg taccagcaga tcaaggctgg tgcctatgac 720 

ttcccgtccc ctgagtggga caccgtcact cctgaagcca aaaacctcat caaccagatg 7 30 

ctgaccatca accctgccaa gcgcatcaca gcccatgagg ccctgaagca cccgtgggtc 840 

tgccaacgct ccacggtagc atccatgatg cacagacagg agactgtgga gtgtctgaaa ^00 

aagttcaatg ccaggagaaa gctcaaggga gccatcctca ccaccatgct ggccacacgg 960 

aacctctcag ccaagagttt actcaacaag aaagcagatg gagtcaagcc ccagacgaat 1020 

agcaccaaaa acagtgcagc cgccaccagc cccaaaggga cgcttcctcc tgccgccctg 1080 

gagcctcaaa ccaccgtcat ccataaccca gtggacggga ttaaggagtc ttctgacagt 1140 

gccaatacca ccatagagga tgaagacgct aaagccccca gggtccccga catcctgagc 1200 

tcagtgagga ggggctcggg agccccagaa gccgaggggc ccctgccctg cccatctccg 1260 

gctccctttg gccccctgcc agctccatcc cccaggatct ctgacatcct gaactctgtg 1320 

agaaggggtt caggaacccc agaagccgag gggcccctct cagcggggcc cccgccctgc 1330 

cr.gtctccgg ctctcctagg ccccctgtcc tccccgtccc ccaggatctc tgacatcctg 1440 

aactctgtga ggaggggctc agggacccca gaagccaagg gcccctcgcc agtggggccc 1500 

ccgccctgcc catctccgac tatccctggc cccctgccca ccccatcccg gaagcaggag 1560 

atcattaaga ccacggagca gctcatcgag gccgtcaaca acggtgactt tgaggcctac 1620 

gcgaaaatct gtgacccagg gctgacctcg tttgagcctg aagcactggg caacctggtt 1630 

gaagggatgg acttccacag attctacttc gagaacctgc tggccaagaa cagcaagcca 1740 

anccacacga ccatcctgaa cccacacgtg cacgtcattg gagaggatgc cgcctgcatc 1300 

gcttacatcc ggctcacgca gtacattgac gggcagggcc ggccccgcac cagccagtct 1360 

gaggagaccc gcgtgtggca ccgccgcgac ggcaagtggc agaatgtgca cttccactgc 1920 

tcgggcgcgc ctgtggcccc gctgcagtga agagctgcgc cctggtttcg ccggacagag 1930 

tr.ggtgtttg gagcccgact gccctcgggc acacggcctg cctgtcgcat gtttgtgtct 2040 

gcctcgttcc ctcccctggt gcctgtgtct gcagaaaaac aagaccagat gtgatttgtt 2100 

aaaaaaaaaa 2110 



<210> 55 
<211> 2140 
<212> DNA 
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PF-05 6 5 PCT 



<213> Homo sapiens 



< 220> 

<221> misc_f eature 

<223> Incyte Clone Number: 



067967 



<400> 55 

g tgc get gag 

gccgtcccgg 

gggtcccgag 

cgcc tggggc 

tcatgatgat 

aaccaccttc 

acjcacttttt 

gaaaatccaa 

t ttc tcaggg 

cacccaaagt. 

c tgcctatga 

ccaagaaaag 

gggcctata t 

t tggcaaggg 

tggccc taaa 

ggat tttgga 

tggaaagttt 

t ttatgagc t 

t tgcccagtc 

atctgaagcc 

act. ttgggtc 

acagagctcc 

ttggctgcat 

gagaccagtt 

aatccaaacg 

c tacccaggc 

ggggtccccc 

t tatagagtt 

aagcattaag 

aggtgtcagg 

tgcc tccagt 

gtagtatacc 

cagagatgca 

gcccat tggt 

tatgat tata 

gaatatgcat 



ctgcagtgtc 
cgtaggtggc 
ctaggagatg 
cgggc tcccg 
agatgaaacc 
acccagaaga 
ggatggaggt 
tac tat tcag 
taaaagt tea 
ggtgcc tctg 
gaaac tggaa 
acatggagtt 
tcatgtacc t 
gage tttggg 
aatggtgcgc 
gcatc ttaag 
caca ttcegg 
gat taaaaaa 
catc ttgcaa 
agaaaacat t 
cage tgtttc 
agaaatcatc 
ecttgeagaa 
ggee tgcatg 
tgecaagtae 
agatgggagg 
aggcagcaaa 
c t tgaaaagg 
acacccttgg 
gaaacgggta 
tgt tggaata 
cc tatgeagt 
tatgtgtata 
ggatgttttt 
aaagaat tct 
taaatgactt 



tgg tcgagag 
gtggccgacc 
ggaggcacag 
ccccagcagc 
aaatgtcccc 
c taaatatga 
gagatgaagg 
tcagatggca 
gat tgc t tga 
actccagaac 
ataat taat t 
attggtggtc 
cgagaccatc 
caggtggcca 
aatgagaagc 
aaacaggata 
aaccatgt t t 
aataagt t tc 
tc tttgga tg 
ctcc tgaaac 
gagtaccaga 
ttaggaagee 
cttttaacag 
atggagc t tc 
tttattaat t 
gt tgtgc t tg 
gac tggggga 
tgtc t tcac t 
at tagcaagt 
gt taatcctg 
gecaataage 
gtat tgccaa 
tttttatgat 
gt tagagtag 
tcaagggcta 
t ttataggtc 



tacccgtggg 
ggacccccaa 
c tcgtgggcc 
ggaggttggg 
cc tgt tcaaa 
ccac tgagca 
tagaacagct 
tcagtgac tc 
atacagtaaa 
aagece tgaa 
atccagaaat 
ccaa taatgg 
tagc ttatcg 
gggtctatga 
gc t t tcatcg 
aaac tggtag 
geatggcett 
agggtt ttag 
ccc tccacaa 
accacgggcg 
age tc tacac 
gc tacagcac 
gacagcctct 
tagggatgee 
ccaagggcat 
tggggggtcg 
cagcactgaa 
gggacccc tc 
ctgtccccag 
caagtgc t t t 
ttaaagc taa 
aac tgat tag 
cttacaaacc 
acttttttta 
at tacc taac 
aaaaaaaaaa 



agcgtcgcgc 
c tggegee tc 
tgggcggaag 
gga tggtgtc 
tgtac tc tgc 
gt t tacagga 
gt t tcaagaa 
tgaaaaa tgc 
atccaacagt 
gcaatataaa 
t tac 1 1 tgta 
agggtatgat 
atatgaggtg 
tcacaaac t t 
tcaagcagc t 
tatgaacgt t 
tgaat tgc tg 
cgtccagttg 
aaataagat t 
cagt tcaacc 
atata tccag 
accaat tgac 
cttccctgga 
accaccaaaa 
accccgc tac 
c teaegtagg 
agggtgtgat 
tgcccgc ttg 
acc tc tcacc 
ccagggat tg 
c t taatgtca 
c tagtggaca 
tgcaaatgga 
aacaagacaa 
cage ttgtat 



cgeggaggea 
tccccgcgcg 
gatgegggge 
tatgacacc t 
aatcc t tc tg 
gatcatac tc 
tttggcaaca 
tc tec tac tg 
tcatccaagg 
caccacc tea 
ggtccaaatg 
gatgeagatg 
c tgaaaat ta 
cgacagtacg 
gaggagatcc 
atccacatgc 
agcatagacc 
gtacgcaagt 
at tcac tgcg 
aaggtcattg 
tc teggttet 
atatggagt t 
gaggatgaag 
ct tctggagc 
tgc tctgtga 
ggtadr-.aagc 
gac tact tgt 
accccagc tc 
accatagaca 
ggttccaagc 
gaaaccaatg 
gagatatgee 
aaaaa tgcaa 
aac a t t t tta 
tggecate tg 



60 
120 
130 
240 
3 0 0 

3 6 0 
42 0 

4 3 0 

5 4(i 

6 0 0 

6 6 0 

7 2 0 
7 3 0 
84 0 
9 0 0 

9 6 0 
102 0 

1 0 8 0 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
13 0 0 
1 3 6 0 
1 9 2 0 
19 8 0 
2040 
210 0 
2140 



<210> 56 

<211> 1728 

<212> DNA 

<213> Homo sapiens 

< j. 2 0 > 

<221> misc_f eature 

<J23> Incyte Clone Number: 346275 
<4 0 0> 5 6 

gacagacaaa gcgccgccac gcgtccgcat gtcggatgtt tgtagcagtc agagagcaga 60 
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PF-0*5 6 5 PCT 



acatgagcat ctgccaggtc tggttccccc accatcaggg atgggagtga gaaaggggag 120 

tcccectctg aagagccacc cctgcaggga gaaatctgtc tccaacagga gatctgggaa 180 

gaccatagtg agaagtgctg tcgaagaggt ccgcacagcg ggccttttcc gaagtggttt 240 

tagcgaagag aaggcaactg gcaagctctt tgctgtgaag tgtatcccta agaaggcgct 30u 

gaagggcaag gaaagcagca tagagaatga gatagccgtc ctgagaaaga ttaagcatga 360 

aaatattgtt gccctggaag acatttatga aagcccaaat cacctgtact tggtcatgca 4 2 0 

gctggtgtcc ggtggagagc tgtttgaccg gatagtggag aaggggtttt atacagagaa 430 

ggatgccagc actctgatcc gccaagtctt ggacgccgtg tactatctcc acagaatggg 54 0 

catcgtccac agagacctca agcccgaaaa tctcttgtac tacagtcaag atgaggagtc 600 

caaaataatg atcagtgact ttggattgtc aaaaatggag ggcaaaggag atgtgatgtc 660 

cactgcctgt ggaactccag gctatgtcgc tcctgaagtc ctcgcccaga aaccttacag 720 

caaagccgtt gactgctggt ccatcggagt gattgcctac atcttgctct gcggctaccc 730 

tcctttttat gatgaaaatg actccaagct ctttgagcag atcctcaagg cggaatatga 340 

gtttgactct ccctactggg atgacatctc cgactctgca aaagacttca ttcggaacct 900 

gatggagaag gacccgaata aaagatacac gtgtgagcag gcagctcggc acccatggat 960 

cgctggtgac acagccctca acaaaaacat ccacgagtcc gtcagcgccc agatccggaa 1020 

aaactttgcc aagagcaaat ggagacaagc atttaatgcc acggccgtcg tgagacatat 1030 

gagaaaacta cacctcggca gcagcctgga cagttcaaat gcaagtgttt cgagcagcct 1140 

cagtttggcc agccaaaaag actgtgcgta tgtagcaaaa ccagaatccc ccagctgaca 1200 

ctgaagacga gcctggggtg gagaggaggg agccggcatc tgccgagcac ctcctgtttg 1260 

ccaggcgctt tctatactta atcccatgtc atgcgaccct aggacttttt ttaacatgta 1320 

atcactgggc cgggtgcagt ggctcacgcc tgtaatccca acactttggg aggctgaggc 1380 

aggaggactg tttgagttca ggagttttaa gaccagcctg accaacatgg tgaaacccca 1440 

tctctactaa aataLaaaaa ttagccgggt gtggtggcga gcacctgtaa tgtcagctac 1500 

ttgggaggct gaggcaggag aatcacttga acccaggaag cggaggttgc aatgagctga 1560 

gatcacacca ctgcactcca gcctgggtga cagattgaga ctccctctca aaaaaaaaag 1620 

ggaaatcatt gaacactcgt ggaaccctag gtattgcata ttccatttac ggtttgggaa 1680 

tccagggctc aagtcctcgc aggggtaccg agctcgagat cgtaatca 1728 



<210> 57 

<211> 1610 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 

<223> Incyte Clone Number: 283746 



<400> 57 
gtcgcctctg 
ggtagcggta 
cgccc tcgat 
tgacgcc tga 
cggaagtcgg 
tgtccaaaca 
age tgtc tt t 
atggttt ttg 
ttacgaaaac 
agcaaaagtc 
grtct t taa t 
atatgatgtc 
act tatccct 
t tgtacagca 
aa t tcaagat 



aaggagaacc 
ttctccgcgg 
caagatggtg 
gctggtaggg 
ccatggac tg 
ctgcctgctg 
c tacaaagaa 
c tggacaaac 
t tt ttgaagg 
1 1 tgc taaac 
ta tgtcatga 
gc tgggcagg 
aegt tgecac 
g t taggaagt 
at t ttagcat 



at t t tccatc 
cagtgacagt 
gt tggaegge 
gtggagcagg 
gaaagaagt t 
aagatgaagt 
aaagcagaga 
accagacacc 
t tggtgaaaa 
tcct tcatac 
gaaaagt t tg 
ggtacc t teg 
aat tagatgg 

gcagc t tcct 



tc t t tcatag 
aattgtt t tt 
c t tec taacc 
taggaaacag 
c ttegtegge 
cttactacag 
ac tgttagat 
acctatgat t 
ggc tggagca 



ggaatc tga t 
t c tggaaaaa 
t t tagatcc t 
agatgattta 



tttt ttcccc 
gectett tag 
t ttaegggge 
caaatgeaga 
gec tagegae 
aaattaagag 
aatgaagaat 
ggagaggaag 
aagtgcaagc 
ggaagaa 1 1 1 
acaagaatag 
t tagaaaac t 

t taagaacag 
ttggagctaa 



cagtcagegt 
ccaagacttc 
c tggegg tgc 
agetgetgeg 
gcccaacacc 
aggaatcaag 
tacagaac tt 
cgatgatcaa 

cca tea tgea 
gac tcagt 1 1 
aca ta t tgga 
cc 1 1 1 ta tg t 
gaaagataaa 
gggatgagga 



120 
1 3 0 

2 4 0 

3 0 0 

3 6 0 

4 2 0 
43 0 

5 4 0 

6 0 ■') 

6 6 0 

7 2 '") 
7 3 0 
340 
9 00 
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PF-0 56 5 PCT 



ac tgt ccaag 
tggccagtac 
acgctatgga 
caot ta tgac 
cagaaaggaa 
acacctgaa: 
cca tggacaa 
accaaagga: 
agtaaccacc 
tgttgcaaat 
gactgtctta 
cagaaatggt 



gagagtcaag 
t tgaa tc t tg 
acagc tacca 
ggagaaatgg 
cc tgcagc tc 
gtc t tttcac 
ga tec tgt t t 
cc tt tgaaaa 
at tc taatcg 
gacagtgaaa 
tattatgaga 
c taaataaaa 



aaacaaat tg 
a taaaga tea 
tgaccaatgt 
actataagac 
tacaatatat 
ttaattattt 
cat t tcaaga 
tc tctcttca 
at c tgaatgg 
ac tc tgcaga 
tac t tgaatg 
cac t tgatat 



gt tttc tgc t 
caatggcatg 
c t tcttagac 
c tac t tggac 
1 1 tcaaac tg 
c 1 1 tagggee 
tgtcaaggat 
ggat ttaatc 
c t tc tggac t 
ccttgatgat 
c tgcatgtaa 
gec tagagaa 



cc ttctgccc 
c tcagtaaag 
cgtgttt tec 
tt tgtcc t tg 
ct tgatattg 
atacaggaac 
gaaatc 1 1 tg 
aacagtaatc 
tacgagaaca 
acatgatc tc 
agee t t taaa 
aaaaaaaaaa 



taagagt tta 
aagaac tc tc 
aggagtgtc t 
ca t tagaaaa 
agaacaaagg 
taatgaaaat 
acatggtaaa 
aaggagacac 
gagaggc tc t 
tgaaagacta 
gcaaaatcc t 



960 
102 0 
10 3 0 
1140 

12 00 
1260 

13 2 0 
1 3 8 0 
1440 
1 5 0 0 
1560 
1610 



<2L0> 53 

<2 11> 12 9 0 

<2 12> DUA 

<JL3> Homo sapiens 



2 0> 

2 1> misc_f eature 

2.B> Incyte Clone Number: 



2696537 



<4 00> 5rl 
cc ggc tec eg 
etc tggagcg 
ac tcagtocc 
tgccatagtg 
gggaatggga 
gaegeggaac 
aggee tatgt 
aacctgacaa 
gagagctgee 
tacatca tga 
aga tec tgtg 
gaggtccatc 
gcagaagaag 
agaagac tgt 
tgc tgccaaa 

ttagcaagag 
tggatgee tg 
gtgat tgett 
tc tgcccgtg 
tc tggtttgt 
gcaac ttagc 



ccgggaagt t 
ccc tgggt tg 
tcccgcgcgc 
cgcctgcgac 
tgaacaagat 
aattgagcaa 
tggagggagt 
gacat t tcaa 
t tgtacactg 
ccgtcac tga 
ccaaccccaa 
agtateggea 
ccaaaaacat 
aatgtacc tg 
aagaaaagca 
aagctgaata 
aaaatatttt 
taaggatccc 
cctgtgaacg 
tgt tc tcaaa 
gttctccgtg 
caagtt taaa 



c caggccgec 
eceggccggt 
cucctccccg 
cacacggccg 
cctgcccggc 
gaacaaggtg 
taaatacc tg 
agaaagtatt 
cctggccggg 
c tttggctgg 
cgtgggcttc 
gtggctgaag 
tc tggcege t 
aagt ttc tga 
acatagagtt 
tataegtagt 
ccccttatcc 

gggagee t tg 
cctcccaagg 
t tccccagc t 
gtggaattga 
aaaaaaaaaa 



gcacaga^ag 
ccc tgecget 
cccgccccgc 
gggegctage 
c tgtacatcg 
acacatattc 
tgcatcccag 
aaat teat tc 
gtc tccagga 
gaggatgece 
cagagacagc 
gaagaatatg 
cegggaatte 
aatat tgcaa 
taagtatcca 
catgt t ta tg 
ccac tgc tgt 
ccgcac tgee 
acgagcccag 
tgggaaatag 
ccgaaagctc 



ccc tgece tc 
gac t tgt tga 

gttcgccttc 
gcaacttcaa 
tgtctgtcca 
cageggat tc 
acgagtgccg 
gcgtgacac t 
tgcacaccgt 
tccaggagt t 
gagagagece 
tgaagt tc tg 
acccacagag 
gtagtgat tt 
t tgagaac ta 
ggaggt ttc t 
ttgtgggtgg 
tgtagttgtg 
ccc t tggtgt 
tatgttttcg 



cacgccgggt 
cac tgegage 
ccc tgtaaca 
agccaccatg 
aga tgecaga 
tgatagtgcc 
accatc tcaa 
gctccgcggt 
ggtgatcgca 
gcgtgc tggg 
tgagaagcat 
t t tgcaggat 
ggcctttctc 
t ttaggc tgg 
gtaaac t tgt 
aggatat tct 
gtacc tege t 
c t tggegetc 
tggcgtgaac 
gggt t ttatc 
ttaataaagg 



6 0 
120 
130 
240 
3 0 0 
?60 
'12 0 
430 
540 

6 0 0 
660 
72 0 

7 3 0 
3 4 0 

9 0 0 
960 

1 0 2 0 
1 0 3 0 
1140 
1200 
1260 
1290 



<2 10> 59 

<21L> 2281 

< 2 1 2 > DI I A 

< 2 1. 3 > Homo sapiens 

<2 20> 

<221> misc_feature 

<223> Incyte Clone Number: 551178 
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<400> 59 
tgatga tcca 
cctggatgca 
ggatataaat 
cgatgc tgt t 
caacaatagc 
tcaggcgt tg 
cactgaaat t 
acagaat tgg 
agttcgacga 
gacagc tgca 
gataggtgt t 
agaatatc t t 
tcgagc tgaa 
ttatgactat 
ttggatttcc 
aacgttcgga 
gtc tggtcgg 
catggaccag 
tec taacgtg 
tttcttggcc 
gatggaccgt 
ctccgaagat 
tttcctgett 
agct ttcggg 
tacacccaat 
tc ttgac t tt 
ccttctgtct 
atgagattcc 
aattct taca 
cctaactctt 
cc tgtgtgtg 
aaaggacc tg 
gtacacatt t 
cc tgaaggaa 
age tc tgagg 
gcagtcttta 
t tattaataa 
caataaatgc 



gatgt taaag 
catgaagaga 
gage taccaa 
gagaatatgg 
agt tttagee 
t tagatcagt 
gc taagcact 
cactgcc tga 
actc tagcat 
gate tggttc 
c t taaacac t 
tatcaa c ttc 
c tggc tgaac 
ttaegtecca 
tacaagt tgg 
gtggacc tea 
caagee tttg 
tt tgctgtgc 
cgagtgctgc 
tc tgecage t 
gaeagegatg 
gecatgagea 
ccatgagagc 

gg^ggagaga 

accagggatt 
aaggggaaat 
tcctgactga 
cagagacc tg 
gectgaagge 
c tctcccagg 
aatcgtttgt 
atgccaacac 
acagaatggt 
at t tat taga 
tgcaac ttc t 
ateatgetgt 
gate tataga 
aatttgtgac 



cacaagt gga 
ccatcagta t 
at tgtaaaa t 

ctgatgagga 
at t tatc tat 
gtgeatatag 
gagagaegta 
tc tccatcca 
caatttttaa 
tgcatga t t t 
aggagt t t t t 
agctgatttt: 
ttgctctgaa 
teagegagat 
tcaatgagc t 
tctt tgtc tg 
ate teatgee 
t tgeaaagae 
gccaccagga 
tcaagtatt t 
cagcgccctc 
cgaggt tcag 
cc t tec tc tc 
tcaagagtca 
act ttc tcag 
atgaac.c t tg 
cat tgc 1 1 tc 
agacgtgtgc 
aaggact tgc 
gacgtgtgca 
aagtaggatt 
tgc tgagtgt 
cgtataatgt 
tcacatac tg 
ttaaactgtt 
gagagatata 
ctgtat taat 



agtgc tgtcc 
agaaaagaga 
aaatcaagaa 
tcac tata 1 1 
aaggagaae t 
gac tgace c t 
cctccctggt 
tgagac tc tg 
cgage t tgca 
tggat tt t ta 
tc tgaage 1 1 
ggtgacagat 
ac t tc tagag 
tctg tgtgea 
ggtgaagaag 
tgtggagaac 
ccagac tgtc 
geatctgeta 
at taagacaa 
ggctgtggag 
tgca agcatc 
aacc tac tag 
tgggeat teg 
c tgeggae 1 1 
agagaaagta 
agga ttataa 
aattggcaga 
tcctggt ttt 
ccagatgtga 
tgggc tc tgt 
aatgggaaag 
gac t taaac t 
c tg tgtc tga 
atgtetggtg 
tacatace tg 
gtggcacaag 
tacacttt tg 
gatt taaagt 



gc tgeactae 
agtgatt tgc 
gat tc tgtgc 
cacagegat t 
aaagtacaag 
tc tegtgeae 
gtggcct tga 
gee tcagaca 
gt tattc ttg 
aaagacc teg 
c t tcatat tg 
aatagtagaa 
ttatatagtc 
gacaaagt t t 
c tgeacgegg 
tt tggcagat 
at tgaggatg 
accttagcaa 
actctactag 
cagaccatca 
caccc tgeca 
aaggc t tgaa 
ecaegcatgt 
cat tgcaggt 
cagtaaacac 
t tgtcaccga 
gcattttcct 
atttaacaat 
aagagacc t t 
ggecage tgt 
gaggggt tt t 
ettaagegea 
ttttttcatg 
tttttaactt 
tgaccac tc t 
ttctcttgtc 
attgttttct 
gggaaac tag 



gtgc t tccag 
aagatgaact 
c t t taa tcag 
cagac t tgag 
atg t tgtacc 
agaeggt tga 
cac teggaag 
tgcagtggaa 
gagatcaatt 
atgaagtcag 
acaaaagaag 
at tggcggt t 
ccagagatgt 
cttctgt teg 
caacaccacc 
gtcccaagtg 
actgect tec 
atgacagggt 
aaaaagac ta 
tggctct tea 
gtaccaaaat 
tc tcggtgtc 
gacc tgggat 
gcaagt tgee 
tattatctta 
agee t taaat 
tatggaaggg 
cgacaaatga 
cagtatcagc 
ccagcccagc 
tacatctcct 
geatattget 
c tggtcatga 
gatcatgatc 
tgggagtgc t 
caaataaaat 
agatgtc tac 
at taaaatat 



*0 
1 .": 0 
1 0 



4 2 0 
430 
54 u 
6 0 0 
6 6 '") 
v 2 0 
v 3 0 
84 0 
9 0 0 

9 6 0 

1020 
1030 
1140 
1 2 0 0 
1 2 6 0 
132 0 
1 3 3 0 
1440 
15 00 
1560 
1620 
1680 
1740 
1300 
1360 
1920 

1 9 3 0 

2 04 0 
2 10 0 
2 160 
2220 
2 230 
2231 



<210> 60 
<211> 63 2 
<212> DNA 

<213> Homo sapiens 
<220> 

< 2 2 1 > misc_feature 

<22 3> Incyte Clone Number: 619292 

<4 0 0> 6 0 

eggacgegtg gggtccagcc gcagctccag caccgaggac ttctgctacg tettcaeggt 6 0 
ggagctggaa cgaggcccct ccgggctggg gatgggcctg ategaeggga tgcacacgca 120 
cctgggcgcc cccgggctct acatccagac cctgctcccg ggcagccccg cagcggccga 130 
cgggcgcctg tcgctggggg accgtatcct ggaggtgaat ggcagcagcc tcctgggcct 240 
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tggctacctg agagctgtgg acctgatccg tcatggcggg aagaagatgc ggttcctggt 300 

cgcgaagtcc gacgttggga aacagccaag aagatccatt tccgcacgcc ccctctctag 360 

gg^ggctgcg aggacacccc cacaggcccg gcacccggtc ccacctggtg acactgggct 41:0 

tcctcccgcc ttcgtccctg ttttgtaact gaccaagttg ggtcccgggt ggggagcctc 480 

accctgggga catgcctgtt gataacatgc atctcagtgt aggttctatt tatatggcag 540 

atgacgtgaa attgtgatgt ttgttacaga gcttttatgt ttaaagactt caatggagaa 

gtacggttca ataaactatt tttcccgttc tt 



t i(i 



<2L0> 61 

<;ill> 2347 

<.".:12> DNA 

<2L3> Homo sapiens 
< 2 2 0 > 

<221> misc_feature 

<223> Incyte Clone Number: 2054049 



<400> 61 
cccagt t tta 
catggt tgga 
ggat tccaat 
tgt tgccaac 
actagt tttc 
ggagattgtg 
t tggc tagaa 
gtcagggaag 
cacttccctt 
cct tgtggag 
agataagaac 
c tggcagatg 
catt ttggac 
gagaggaaaa 
gc tggaagac 
agccagcatg 
gaaaccacag 
tcagaaaaaa 
gagagccagc 
aagatcaggg 
gtc t tcggaa 
c tc tc tagga 
tgtaat taca 
atcc tggatt 
ggcatc tggt 
catcagtttt 
atgacagatc 
aactgattta 
gt tgaagata 
aagacatatt 
gaaggggaga 
at taccagaa 
cttgtcttgt 
aatcttac ta 
ctgtgctcaa 
gtc taccaaa 
aatc t tgc 1 1 



tcatggattc 
gtgagtggaa 
gcccagtc tc 
aaggcaaagg 
c tggatatcc 
taccccaaca 
catat taagc 
acgtctgtgg 
gccatgc tea 
aaagaatggc 
catgeagatg 
acaagacagt 
cacc tataca 
gagaatc t tc 
t tcac taatc 
cgccacc tag 
gaacc tattc 
gtagaggaac 
tc tec tgcac 
geatcattge 
t t tagaaccc 
tgagtt taga 
tgat tatgat 
cacagtggga 
aatat taaaa 
caaaccaaca 
aaaatcattt 
cct tgatcac 
c tacggtgtg 
agcaagt tga 
aagtageca t 
acatcatgaa 
gtgtc tgaac 
ggat tgacat 
at tttacat t 
gaacacac tg 
cac tgt tcac 



atcc tgaaag 
agegaagcaa 
acaaaatc t t 
gtggaggtta 
acaatattca 
t tgaggaaac 
ttattcttge 
tagtgcattg 
tgttggatgg 
taagttt tgg 
cagacagatc 
ttcc tacege 
gc tgc t tat t 
ctaaaaggac 
ctctc tatgg 
agctc tgggt 
acaacagata 
tacagagaga 
agtgtgtcac 
tatacac tc t 
atctatgaga 
actgtagcag 
actaatctt t 
acaagt t tc t 
ccattttaga 
c tgaaat tc t 
gatatccc tt 
ttttcaactt 
gtagtagttg 
tccaaaatgg 
acaggagttc 
agatat tt ta 
acacagaagc 
1 1 1 1 tc tgaa 
tttt tccttt 
ca tgtaaaag 
c tgc tacaag 



tcaagccaca 
agaagatgaa 
tatatttgat 
tgaaag tgaa 
tgt tatgaga 
ccactggtcg 
aggggctctt 
cagtgatggt 
atac tatcga 
acatcgat t t 
gec tgt 1 1 c t 
at t tgaat tc 
eggaaca t tc 
tgtgtcac tg 
gage tattcc 
gggatat tac 
caaagaac tt 
gatttc taac 
tec tgtccaa 
tgat tacact 
gaaagttcag 
tgcaggtggc 
taagtatcca 
attaaaaggc 
aatacac tc t 
gtggcatcac 
tc tccat tc t 
ccatat tc t t 
aaaat tat tg 
gaggee t tat 
aaagaa t tec 
aaaactaatt 
taat tagcaa 
1 1 c tgt a taa 
gcaaa t tc tg 
a tgta t taca 
taagagt t tg 



atcac teggt 
aaatacc t tc 
gcccggccaa 
gatgee tatc 
gaatcat tac 
tc taac t tgg 
aggattgc tg 
tgggatcgea 
accatccgag 
caac taagag 
cttcaat tta 
aa tgagtat t 
ccc tgtaata 
tggtc t taca 
aatcatgtcc 
ataaggtgga 
c t tgc taaac 
cgatcaacc t 
ac tgttgtat 
ggcagctcta 
tcac tttat t 
ttaagtgaag 
aagaata t ta 
aaatgc tgt t 
gtgc tcactg 
atatattggg 
aggt ttttc t 
catatagtaa 
cegtcattat 
agatgtgct t 
atgeect tea 
atttaetaca 
gtt tt taaga 
a tagc t tata 
taa 1 1 tcac t 
ate tcaaagc 
gtgc tggtag 



gtagccagcc 
aagctatcat 
gtgttaatgc 
aaaatgc tga 
gaaaact taa 
aatc tac tea 
acaaggtaga 
cagctcagc t 
gat t tgaagt 
t tggccatgg 
ttgactgtgt 
ttctcat tac 
gtgaacaaca 
taaa cageca 
tttatccagt 
atecaeggat 
gagcagagc t 
catcctcaga 
aaaggac tgt 
tgagtagaaa 
tatt t taaat 
taac tccata 
aaatact tea 
acaaatt tt t 
tgcagaggaa 
cc ttgatgtc 
ttttttcagt 
aaggcaaagt 
t tacatac t t 
gggggaaaat 
gat tagecca 
gtg tat t tea 
agtat ttaaa 
gtgagaagta 
caacgat taa 
cagtaaaaga 
aaacat t tga 



6 0 
120 
130 
240 
3 0 0 
3 6 0 
420 
48 0 
54 0 
600 
6 6 0 
^20 
730 
3 4 0 
=* 0 0 

9 6 0 
1020 

1 0 3 0 
1140 
1200 
12 60 
132 0 
1 3 3 0 
144 0 
1 5 0 0 

15 6 0 
1 6 2 0 

16 8 0 
174 0 

1 8 0 0 
1. 3 6 0 
;-.-»2 0 

:. ■;» 8 o 

2 04 0 
J 1 0 0 
2 1 6 0 
2220 
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ctctgatgtc tattttattc tacataagag ccatatgtaa tgtactgtaa caaaggagct 2280 
tcttgtcccc ttggtctttt aattaaaaga aattccaact gacttttaaa ctttaaaaaa 2340 
aaaaaaa 2347 



<210> 62 

<211> 1737 

<212> DNA 

<213> Homo sapiens 

<220> 

<2 21> mi sc_ feature 

<223> Incyte Clone Number: 2843910 



<400> 62 
ccggggc tga 
ccgcccgtcc 
ggcaacgacr 
gaagcggaca 
gacaagggcg 
tc taggggag 
t tgaaaagtc 
gctgctcat t 
cgggataaaa 
tt taggatca 
agtccacggc 
agtgatca tg 
atcacagata 
gaagtcatca 
agcaaaggga 
aagttttttg 
tccata tccg 
tcggtgaagg 
gagtacc tgc 
gagtgttgc t 
aggatgt t tg 
aaaccgcgcg 
gagatcagtg 
gtggacaatg 
aac tagagac 
c tgtcagaga 
cc ttcacaga 
gaggcgcgag 
ac tgc tccca 



gcgc tcggct 
cgccgccggc 
tccagtggtg 
teat t tccac 
gcagagt tgt 
aatataatgt 
tagaaat tga 
ttctactgtc 
gagcagaagg 
cggcgctacg 
gaatt ettge 
aaacatatc t 
gaagcrt taa 
ctgcagccga 
ccatccgcc t 
aagagee tga 
atgtaaaatt 
tgtgggacct 
gcagcaagct 
ggaacggttc 
atagagacac 
ccagcctcaa 
tggacagtc t 
teat tgccgt 
gcgaacgtga 
aaaggcatca 
cacaggagaa 
acaggege tg 
aaaggtcat t 



gcagcggcgc 
tgccatggca 
ct tetegcag 
cgt tgagttt 
tatttttcag 
t tacagcacc 
ggaaaaaatt 
tacaaatgat 
ttataacctg 
ggtcccaata 
:.aatgetcac 
ttc ugcagat 
catcgtggac 
gt tccacccg 
gtgtgacatg 
agatcccagc 
cagtcatagt 
caacatggag 
c tgc tc tc tc 
ggatagegee 
geggagggat 
accccggaag 
ggact tcaac 
ggctgccacc 
ggaccaagtc 
t tgtccgctc 
agccgcc tec 
c tgc teaegt 
ac tcagaata 



ggaggccgtc 
ggagceggag 
gtcaaggggg 
aat tac tc tg 
cgtgaaeaag 
tttcaaagtc 
aataaaat ta 
aaaactc. taa 
aaagacgaag 
ttgaagecca 
acacaccata 
gacc tgagaa 
ateaagee tg 
caccagtgca 
cget ectegg 
agtaggtcc t 
gggeggtaca 
ageaggcegg 
tatgagaacg 
atcatgaccg 
gtgaccc tgg 
gtgtgtacgg 
aagaagatcc 
aataac ttgt 
t tgtcttgea 
cattaagaac 
gc tggaggee 
ggagaege tc 
aatgtat t ta 



tccc tggtc t 
ggt tegge tg 
ccatcgacga 
gagatc ttct 
agaa taaaag 
atgaaccgga 
ggtggt tacc 
aattatggaa 
atggaagact 
tggatc t tat 
taaattccat 
ttaat t ta tg 
ctaacatgga 
acgtgt tegt 
ccc tgtgcga 
tc ttctcaga 
tgatgaccag 
tggagaccca 
ac tgeatet t 
ggtcc tataa 
aggee tcgag 
ggggtaagcg 
tgcacacagc 
acatat tcca 
tagt taagee 
agtgacgcac 
cggtgtggtt 
tcgaagcaga 
tt tcaaaaaa 



gccgcggtcc 
ccccgcgggc 
ggacgtggcc 
tgcaacagga 
ccgccc teat 
gt t tgac ta t 
acaacagaat 
aataagtgaa 
tcgagaccca 
ggtagaagcg 
ttcagtaaat 
gcac t tagaa 
ggagctgacc 
ctacagcagt 
cagacac tec 
aataat t tea 
agac cacc tg 
ccaggtccac 
tgacaagtt t 
caacttcttc 
agagagcagc 
gaggaaagac 
c tggcacccc 
ggacaaaatc 
ggacat t t t t 
ctgctacttc 
ccgcc tegge 
gttgaeggae 
aaaaaaa 



6 0 
120 
180 
240 
3 00 
3 60 
42 0 
480 
540 
6 0 0 
660 
720 
780 
840 
9 0 0 
960 
1020 
1030 
1140 
1200 
1260 
1320 
1 3 3 0 
1440 
1500 
1560 
1620 
1680 
1737 



64/64 



